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consensus !!* *!* !** ! *!* * *! ! ! !**!! !***!!!!*! ! ** !*! !!!* !!!!!!! *!! !!* * *!

logo

GA
T
A
R
N
RL IQQSKQLQEAKRWL IVKNI

VQQRFDNTI LKRAVSAQAIVERQKQQSFFETHGAE I
VAMRPLMI

VLRE IADTVLGNLHESTI SRVTTNQKFYMARTPMRGI
TFEL

NTDB id 25108 NMUL RS00445 WP 011379448.1 .TRRLISQLQEAKWLVKNVQQRFNTILKASAAIVERQQQFFEHGAVAMRPMILREIADVLNLHESTISRVTTQKFMRTPRGIFEL 411
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consensus * ! !!!!*!!*!!*!!!! !!!* ! !!!!!! !! !! *!!!!**!!!!!! ! !!!!!!!!!!!*!*! !! ! !!!

logo KYFFGSHVSTDESTGGAACSASTAIRAL IKQLMI
V
G
S
A
EEDNPSKRKNPLSDSQR IASELVLGEQQGFIMVVARRTVAKYREASLKQIPASVNLRKSFL

NTDB id 25108 NMUL RS00445 WP 011379448.1 KYFFGSHVSTDSGGACSATAIRALIKQMISEENSRKPLSDSQISEVLGQQGIMVARRTVAKYRESLQIPSVNLRKSF 488
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