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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 251019 CRN80 RS21505 WP 256588526.1 MKTGMLALALGLLTLR........WLPALPPGAVLLAMLALALMLLPFR....SYPLAFFLVGLSWACFSAQRALDDRLQ 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLR........FLPQLPSFGWLLALAPVGLLLLPFR....WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 251019 CRN80 RS21505 WP 256588526.1 PALDGQTRWVEGRIVGLPQQTGTGVRFELADGRSR.KGRLPKRIRVSWHG....................GPVVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHSR.HAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 251019 CRN80 RS21505 WP 256588526.1 RLALTLKRPAGLLNFHGVDHEAWLLAQRIGATATVKDGERLAPA..............RNAWRDAVRQRLMAVDAQGR.E 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 251019 CRN80 RS21505 WP 256588526.1 AGLAALVLGDGSGLAPEDWQVLQDTGTVHLLVISGQHIGLLAGLIYGLVAVLARYGCWPRT.........WPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQR.........LPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 251019 CRN80 RS21505 WP 256588526.1 AFGAALGYGLLAGFGVPVQRACVMVGLVLLWRLRFRHLGLWWPLLLALNGVLVLEPLASLQVGFWLSFAAVAVLLLAFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.EP 479
NTDB id 251019 CRN80 RS21505 WP 256588526.1 RL..............GPWSVWQAWTRPQWLIAIGLFPVLLVLGLPISLSAPVANLFAVPWISLVVLPLALLGTALLWVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 RL..............GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 251019 CRN80 RS21505 WP 256588526.1 LAGEAVLWLAGGALDGLFKGLALLAGQLPAWVPPEVPQGYWLVSLVGAVVLLLPKGVP...FRVLGWPILLMAVFPPREW 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 251019 CRN80 RS21505 WP 256588526.1 VPHGQVEVLQLDVGQGQALILRTRHHTLLYDAGPRSGPV.DLGARVVLPSLKKLGVGQLDMMLLSHADADHAGGAAAVAR 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 251019 CRN80 RS21505 WP 256588526.1 GLPVKRVVGGETEGL.......PAFLATQPCSSGERWEWDGVSFELWQWVG......GLEGNPRSCVLHVQANGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 251019 CRN80 RS21505 WP 256588526.1 GDIDRAAEQAFLAS..PLAVPTDWLQAPHHGSRSSSSWPFVQRLAPTSVLISRGRSNTFGHPHPQVLERYQTLGSRVYDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 251019 CRN80 RS21505 WP 256588526.1 AEQGAVRLRLG..AFAPATVARSQRRFWREPLP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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