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NTDB id 1278 LPP RS13600 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
NTDB id 1262 GCO85 RS13310 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
NTDB id 25059 SYNPCC7942 RS04415 WP 011242996.1 MSTVLVVEDTASEMELITTYLRNSGY..TVIGAADAKEALNKVSQFKPDVVVTDVVMPGMSGFELCRSLKKNPETEKLPV 78
NTDB id 1417 SGL RS04200 WP 014407071.1 MNAVLLVEDSSSQREMISGILKDHGW..QVTIACDGVEALEKLQNFSPDLVVLDIVMPRMNGYEVCRRIKSDPKTKNVPV 78
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NTDB id 1278 LPP RS13600 WP 011947563.1 VTAICSDP....LPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQV 156
NTDB id 1262 GCO85 RS13310 WP 011947563.1 VTAICSDP....LPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQV 156
NTDB id 25059 SYNPCC7942 RS04415 WP 011242996.1 I..VCSSKNQEIDRLWAMKQGADAYVIKPFQQEDLVKAVRSVDF.................................... 120
NTDB id 1417 SGL RS04200 WP 014407071.1 I..MCSSKGEEFDRFWGMRQGADAYIAKPFQPMELVGTIKQLLRN................................... 121
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MLMITSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRI I EHPNDLSQDD
NTDB id 1278 LPP RS13600 WP 011947563.1 MLMITSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
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