logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1113 AAA85695.1 219..1451( )
1112 NGFG RS09215 WP 003689811.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1252 GCO85 RSO7730 WP 011213805.1

250331 CK910 RS07355 WP 098981882.

1198 PSJM300 03950 AFN76868.1
1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1113
1112
1169
1402
1252

TT RS02230 WP 011228203.1
AAA85695.1 219..1451( )
NGFG RS09215 WP 003689811.1

DSB67 RS12670 WP 010643257.1
GCO85 RSO7730 WP 011213805.1

250331 CK910 RS07355 WP 098981882.

1198 PSJM300 03950 AFN76868.1
1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1113 AAA85695.1 219..1451( )
1112 NGFG RS09215 WP 003689811.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1252 GCO85 RSO7730 WP 011213805.1

250331 CK910 RS07355 WP 098981882.

1198 PSJM300 03950 AFN76868.1
1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

A1552VC RS11075 WP 000648511.

1

1

1

SAELSAsiEg%E%M vslﬁ.KwEt% B Azzl%MQKD

MAKNGGFSLF TQED
MAKNGGFSLF TQED)
..... SKD)
...... GK
...... TQAD)
MATLTQKQNAPKKMF AR/ P M)
...... MAQKIR PM)
..... MAVKKINQMEP T|gA .FKEQITTLD)
..... MAAKKTQVMPV[ZA .LK PLD)

|

* %k * * % * * %

OFTRRRAT v

I\TF RQLATM
IT FTRQL TM
IT FTRQL TM
ITIBTRQLATM
ITIFTRQ ATM
IT F RQLATM

IﬁIM RQ ETM
I

e ol S

Erb,eli E\/ElqX L

= L/'\K/\ i Sy

usRNkrﬂ:

RIAGVPLVQ NI AREH E¥EMRE
INAGVPL Q F I J¥Gl§ NPIYMREY
ISAGVPLVQ F IVAJXGIR NPEIMRE

I\ FTRQ ATM
ITIFTRQLATM

IMIFTRQLATM JMAGVPLVQAF TIVAAG® NPEMR
kokokok | kx| * |k * 1ok ok Kok ok * ok % kokok  ckok o skokokok |okokokok kokkokokok ! kokok D kskx || (I
BRI L ol e 81

I

8 LDRLA
LD LAMYKEK
LD LAMYKEK

LTDLG ELPLLTRF
ISWUIGAELPAIRT QEyV
ANM{EF:NANZP LINN T\Y
ISYFGAELPRFTQNV
INGFGA LPAFTQEIV
IS4FGA | LPATRYAV
I]F GAELPHF TQIgV
EWEFGAELPAF TRV
INIFGA LPAFTQEIV
ISIFGA LPAFTQIRV

sokk ok Dokok | Dok Dk ok

ATYKEKHEM

ATY EKSERL
ATYKEK EREL
ANYKEKSEIRL
AUYKEKSEL

s DDk sk Pokskok Lk D lx | ! ok ok ok K [

145
151
151
149
148
148
154
147
150
150

225
231
231
229
228
228
234
227
230
230



T o A o LV@At T
K : v E
L I':kv)'lgxéékgé é% é B 5 BE:‘: K SysLSU B ETXKK %N I|I\//\
NTDB id 1029 TT RS02230 WP 011228203.1 304
NTDB id 1113 AAA85695.1 219..1451( ) 311
NTDB id 1112 NGFG RS09215 WP 003689811.1 311
NTDB id 1169 A1552VC RS11075 WP 000648511.1 Ll EPI G LEKABJTIA FSRTLAT FAAG P IRKENWK T 309
NTDB id 1402 DSB67 RS12670 WP 010643257.1 GiYd LEKAITIA FSRTLAT F AG P TALK T KT 308
NTDB id 1252 GC085 RS07730 WP 011213805.1 308
NTDB id 250331 CK910 RS07355 WP 098981882.1 F| VEDN T Ll P GNEIILIEIKAEY ARF RTL TTF AG PLVDALIS AGA 314
NTDB id 1198 PSJM300 03950 AFN76868.1 Aﬂ FI\q0]AJ: N8R SIXK FRIMWIDRL 'L GDILMK B ARF RTL TTFAAGVPLVDAL S AGA 307
NTDB id 1059 ABD1 RS01610 WP 000279215.1 A G lIA F I3A ISRSISNKFRpJ& D LlL PIlGD MKAWMIAR SRTLATTFAAGVPL DAL STAGA 310
NTDB id 1016 ACIAD RS01680 WP 004920476.1 310
consensus % >k 5k >k >k %k % k %k %k k % % * * *kokockokok | okok | okok | ! * bk D]k ook | okokoskokokok | okok ok [
Eﬂﬁ? BISRUen EEALBQQ Rl R ATY V AL M\l@ 2 o éﬂ LY w\/

NTDB id 1029 TT RS02230 WP 011228203.1 384
NTDB id 1113 AAA85695.1 219..1451( ) QMI 390
NTDB id 1112 NGFG RS09215 WP 003689811.1 8| IGEESG LDDMLNK] 390
NTDB id 1169 A1552VC RS11075 WP 000648511.1 QMVNIIGEESGRLDDMLIK VARRY EJ3E VD NiyV DR L&Y 388
NTDB id 1402 DSB67 RS12670 WP 010643257.1 QMVNIIGEESGIRILDDMLIK AR®RYEREVDNj§VDRIL 387
NTDB id 1252 GC085 RS07730 WP 011213805.1 QMVAIGEESGAL FIMLEKVAWFYEREV NAVD 387
NTDB id 250331 CK910 RS07355 WP 098981882.1 QMVMIGEESGA DDMLBJKVAjwY E[R[EVD H 393
NTDB id 1198 PSJM300 03950 AFN76868.1 QMIAIGEESGALD MLEKVAWNFYEWEVDNWVD 386
NTDB id 1059 ABD1 RS01610 WP 000279215.1 QMVAIGEESGALDEMLDKVAT YENEVDNAVD 389
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVAIGEESGALD MLIyjKV AN 389

consensus

<0

logo

NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1113 AAA85695.1 219..1451( )
NTDB id 1112 NGFG RS09215 WP 003689811.1

NTDB id 1169 A1552VC RS11075 WP 000648511.

NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1252 GCO85 RS07730 WP 011213805.1

NTDB id 250331 CK910 RS07355 WP 098981882.

NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
consensus

1

e

Ir ' |DA|_ VIS

GWL VAMYLP F LGNVV W
GEL VAMYLP F LGJVV
VGGLVVAMYLPIF LISV
VGGLVEAMYLPIF LSV [H
VGGLVVAMYLPIFILGSEVER
LGRVV [N
GSV V.
GSV V.
GSVV]
[EEE o b sk Dok * %

VGG VVAMYLPIF|Y
AMYLPIF

X non conserved
B similar
> 507 conserved

406
410
410
408
407
406
413
405
408
408

NI N EE

T4 kokokox | |



