logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

1

1

1

1

1

RRR

AR ERTAL VA L ST RoR Ty eyt o OHORERRE R
ovallndvenia B e Sirocco SRS

[ R | | k 5k 5k 3k 5k >k %k 5k >k 3k 5k >k 5k >k >k 5k >k >k 5k >k %k 5k >k % > >k 3k > >k 3k % >k 5 % %k 5% % % % %k % % %

FDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRSNQCPQLVYETKFSF
sk sk sk ok ok ok ok sk ok sk sk sk ok ok ok ok ok ok ok ok ok ok ok K ok K k ok ok ok K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K K

DG CLARNAGSLDRA-DPSRENSP TYKLKDHPILCVS NLCSENTVKDCKSFNKL T SSFSECNNNQT IVSTTRCHSISLS

DGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTTRGHSISLS
sk ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok K K ok K K K K K K K K K K K ok ok ok K K ok K K K K K ok ok ok ok ok ok K >k >k k >k k *k *k

DIKREHTA AYYLNAKLHLLDKKC [EDIAQCKTVDLCTLRPRVEATVRRCELLNFIATIKT EDKCNITVRLCLPEVKACR

DWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRRGELLNFWATWKIEDKGNITVRLGLPEVKAGR|

>k 3k 3k 3k 3k 3k 3k X %k >k 3k 3k 3k 3k 5k Xk X %k %k %k %k 3k 3k 3k X X %k %k %k 3k 3k 3 3 X % %k > %k %k % 3 3 % % % % % %k 3 5 > % % % > % % 3 > 3 X > % % % % 3 3 > % %k % % % % % % X X X

VNKANPNPNAKAP SPALTAPALIFGPVKDCKAE YSASVSTYPDSSSSRIYLQNLKRKTDR CKPCRASLETLTENDIKS

CVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTENDIKS

>k >k 3k 3k %k 5k 5k X %k >k >k 3k 3k 5k 5k %k Xk >k >k >k %k >k >k >k >k %k %k >k 3k 3k 5k 5k >k % %k >k >k >k 3k >k >k > % >k >k >k >k %k % > > % %k >k >k %k %k > > > % >k > > % % > > > % %k > %k %k % % % % % %

REFNFTCRQTT [RLNCCVRE | KLDRANTEVWNENCNDGNNDTFC VKDL CVEPDTSENKKVLLPTVRCFADDNKFKAFN

REPNFTGRQTITIRLNGGVREIKLDRNNTEVVNENGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNKFKAFN

>k >k 3k 3k %k 5k 5k %k >k >k >k %k %k 5k 5k >k %k >k >k >k %k 5k 5k 5k >k %k >k >k >k >k 5k 5k >k >k %k >k >k >k >k 5k 5k >k %k %k >k >k >k >k 5k >k >k %k *k >k >k >k %k >k >k > %k %k >k >k >k % > > >* % %k >k >k %k %k % % * % %

KEENNDNKPKYSQKYRSRONNKGERNLCDIVNSP [VAVEEYLATSANDC VI FKQSCCDKRSYNLKLSY IPCT! PRKDI

KEENNDNKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGTMPRKDI

>k 3k 3k 3k 3k 3k 3k X %k %k 3k 3k 3k 3k 5k X Xk %k >k %k 3k 3k 3k 3 X X %k %k k& %k 3k 3 3 X X >k > %k 3k 3 > 3 % % %k % % % 3 3 > X % > > % % 3 > > X % % % % % > > > % %k %k % % % % X X X X

40
80

40
160

40
240

40
320

40
400

40
480

40
560



logo

NTDB id 250269 CQR34 RS14955 WP 306808222.1

NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

<0

logo

NTDB id 250269 CQR34 RS14955 WP 306808222.

NTDB id 1090 CAA90909.1 1..3114( )
consensus

QNTESTLAKDVRTFAEKCYVEDRYGVDGCFVLRKVONLNCQNRVE FGA GFCCRCAYALDLTKADCSDR TAVSLFOVKD

QNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLFDVKD
K ok ok ok ok ok ok ok ok ok ok ok K K K K K K K K K K K K K K K K K K K K K K K K K K K K 3K K 3K 3K 3K 3K 3K 3K 3K K 3K K K K K K K K K K K K K K K K K K oK K K K K K K K K K K K

NCNNCNNRVELCYTVETPQI CKTHDGKYAAFLASGYATKE | I TSCONKTALYVYDLECNCTANL IKKIEVPGCKEGLSS

NGNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVPGGKGGLSSP

>k 3k 3k 3k 5k 5k 5k X %k >k >k 3k 3k 3k 5k Xk Xk %k >k >k %k >k >k >k > X %k %k >k 3k 3k 3k > X Xk >k >k %k 3k 3k > > % >k >k >k >k %k 3 > > % %k >k >k % 3k > > > % % > > % % > > > % %k % % % % % % X% X X

TLVDKDLDGTVDIAYACDRECN: YRFDLSSQDPQQUSVRTI FECTKP ITSAPATSQLKDKRW I FGTCSDLSEEDVON

TLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNME
sk ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok K ok K K K K K K K K K K K ok ok ok K K ok K K K K ok K ok ok ok ok ok K ok >k >k >k >k *k *k

EQY [YCTFDDDTATTCTVNFSDSGCCLLEQVLRRONDNKTLFLTDYKRSDCSCNKGINVVRLKDCQRVTVK- TWLRTAFV

EQYIYGIFDDDTATTGTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAFV

>k 3k 3k 3k 3k 3k 3k X %k >k 3k 3k 3k 3k 5k X X %k >k %k %k 3k 3k 3k % X %k %k %k %k 3k 3 5 X %k >k >k %k 3k 3 3 3 % > % % % % 3 3 > % % % > % % 3 > 3 X > % % % % 3 3 > X %k % % % % % % X X X

TIHKYTCTOR CAETATLCINTADGCKLTKKSARP TVPEANTAVAQYSCHRKCTNCKS 171G QRSNE TV PNCYVYDK

TIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEIVCPNGYVYDK

>k >k 3k 3k %k 5k 5k X %k >k >k %k 3k 5k 5k >k Xk >k >k >k %k >k >k >k >k %k %k >k 3k 3k 3k 5k >k % %k >k >k >k 3k >k >k > % >k >k >k 3k 3k >k > > % %k >k >k %k %k > > > % >k >k > % % > > > % %k >k >k %k % % % % % %

VAVRYLDEKKTDGFSTTADCDACCSCIDPACKRSCKNNRFSQKCVRTLL NDLDSLDITGPTCCKRISIREVFY

40
640

40
720

40
800

40
880

40
960

PVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRISWREVF Y EEIOXYS

>k >k >k %k 5k 5k 5k %k >k >k >k >k %k 5k 5k >k %k %k >k >k >k 5k 5k 5k >k %k >k >k >k >k %k 5k >k >k %k >k >k >k >k >k 5k >k >k %k >k >k >k >k %k >k >k %k *k %k >k >k >k >k >k > % *k >k >k >k > >k >k > % *k *k %k >k k *k %k
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B similar
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