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ML AL L ELA LT LLLLRTARER VST 5 LTINS

MKNNDCIBRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGML NPTIDSDSNKKN
MKNNDCIRRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGML NPTIDSDSNKKN|
MKNNDC|3JRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREETQTIVSQITQNLMEGML NPTIDSDSNKKN
MKNNDCIJRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGML NPTIDSDSNKKN
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KKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE A0
KKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE I
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X non conserved
B similar
>50% conserved
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