logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1028
1306
1410
1366
1355
1384
1468

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
SGL RS13950 WP 010873519.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A4U84 RS08525 WP 010787006.1
ASU2 RS05090 WP 014991734.1

24977 SSPA RS00745 WP 000650606.1

1436
1168
1401
1293
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1028
1306
1410
1366
1355
1384
1468

Bw25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
SGL RS13950 WP 010873519.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A4U84 RS08525 WP 010787006.1
ASU2 RS05090 WP 014991734.1

24977 SSPA RS00745 WP 000650606.1

1436
1168
1401
1293
1251
1018
1058

consensus

Bw25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

1
1

<L | CDERLCAALLD=CrLDesLQRALERH=EV =LASVLYD = EBERIASAITES=EC | PLVe LAV E Vs sEX
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

=y EREkAKE LA N FALSee < RVAEREYBN L2 ESYEaevEDS C CEsyYENPYQAUr me s WAYAKHY PELCLeYy =
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P
RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWATIATHYPELGLEIVVPSGA

~ 0
© O

[eNoRoNoNoNoloNoNoNooNoNe]

158

[
(]
]

[eloNoNeoNoloNoNoNoNoloNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1028
1306
1410
1366
1355
1384
1468

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
SGL RS13950 WP 010873519.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A4U84 RS08525 WP 010787006.1
ASU2 RS05090 WP 014991734.1

24977 SSPA RS00745 WP 000650606.1

1436
1168
1401
1293
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1028
1306
1410
1366
1355
1384
1468

Bw25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
SGL RS13950 WP 010873519.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A4U84 RS08525 WP 010787006.1
ASU2 RS05090 WP 014991734.1

24977 SSPA RS00745 WP 000650606.1

1436
1168
1401
1293
1251
1018
1058

consensus

Bw25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SoRCsScs-KLOEsELy O | aBs=LevALssQuer T OssL O LyssEay "ESRLYEXLAEQEC ceFLem G amliseEe>]is

SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

v LR=DALRY AV YsSESe=cVaVirr SDPREEeERYR=L v MRPxXsSEYLXEPESRWEEL tESXYPQE~MRLGCGE=LVQEGLSR
LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR

............................................................................. MTS

237
237

[eNoRoNoNoNoloNoNoNooNoNe]

317

w
g
~

[eloNoNeoNoloNoNoNoNoNoNeNoV]



logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1306 DR RS10060 WP 027479822.1
NTDB id 1410 SGL RS13950 WP 010873519.1
NTDB id 1366 NTHI RS01950 WP 011271972.1
NTDB id 1355 HI 0298 AAC21962.1

NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 1468 ASU2 RS05090 WP 014991734.1
NTDB id 24977 SSPA RS00745 WP 000650606.1

NTDB id 1436 BW25113 RS00530 WP 001025145.
NTDB id 1168 A1552VC RS11070 WP 000957200.

NTDB id 1401 DSB67 RS12665 WP 010643259.1
NTDB id 1293 VP RS12240 WP 005479695.1
NTDB id 1251 GCO85 RS07725 WP 011946523.1
NTDB id 1018 ACIAD RS01685 WP 004920473.1
NTDB id 1058 ABD1 RS01615 WP 001274986.1
consensus

logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1306 DR RS10060 WP 027479822.1
NTDB id 1410 SGL RS13950 WP 010873519.1
NTDB id 1366 NTHI RS01950 WP 011271972.1
NTDB id 1355 HI 0298 AAC21962.1

NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 1468 ASU2 RS05090 WP 014991734.1
NTDB id 24977 SSPA RS00745 WP 000650606.1

NTDB id 1436 BW25113 RS00530 WP 001025145.
NTDB id 1168 A1552VC RS11070 WP 000957200.

NTDB id 1401 DSB67 RS12665 WP 010643259.1
NTDB id 1293 VP RS12240 WP 005479695.1
NTDB id 1251 GCO85 RS07725 WP 011946523.1
NTDB id 1018 ACIAD RS01685 WP 004920473.1
NTDB id 1058 ABD1 RS01615 WP 001274986.1
consensus

T B R T NP e Ve VT (R N 1. ST W
EALKEALEVQKGLPRAKPLGEI VELGLARPEDVEEALQKQRRGGGRBEDT VQS..GKLRPEA AQA ....... VATQL
DQLREALQVQAREGKVKPLGEVEMTELGFASPDEVDSALQKQNVGGGREBEDTEVQS. .GKLSPEMBARS. .. .. .. LAAQL
SSSSKKSRAVALRNYFSPFGNKBEVAGGHVDAEQLRQALVQVKKTGRSEPEEBRKAVTGRELSPELBRQYKKNQLFELKVL
............................................... TSYA......LLHTQRMTAQ.......NGEI)3
............................................... TSYA......LLHTQRMTAK.......NGEV)3
............................................... SQYT...........ICEQQ.......TERI|3
................................................ MQYS...........VCDMN.......SQQV
.............. MLTNLVAIBRQAELISATQEQAVVTQVSASGTSHMPEAMLEL . . SIFHAQEETEQ. . . ... .LSHI
.............. MLTNLSTVBRQAGILTFSQEESLLEQVKASGISMPEABRLSS. .GFFQSHEBTEH. .. ... .LSSVI3
.............. MHSNLSTIBRQKGLLTFSQEESLIEQVKASGISMPEARLSS. .GFFTSSEBAEH. ... ...LSSI|3
...... MALATEEYRLQGIGQLEVLEKLLDKTKAIELHKLAAAEKISELQYMVKN. . KILSAEQWALT.......AAQN)3
...... MSAFTTPPKFSGFIRRBVEEGYVNAQNMQQALEKAKKFKQD@VPYBMIDN. .FSISPLT@WAEI.......ISLE®J
...... MSALHTSPKFTGFFRREBVEEKHVSAATMQTALDAAKRAKQDTVAYMIEE. . VHLSPSLBAET. ... ...ISAEQ

* *

YPYVDPEED DD RLALKRKGLNYE
YEFLDPIQN FALDD KLITG.....
VDSVDPEVAPTIATQOUMAELIGRFFPLDTCRMKF AAQDE NRILRVKG..
........ TI . SIAC .. .NG..
........ TI R SEC T AFI...TG..
........ DI e TEINCEIFARM. . .J§H. .
........ DI R SEIC IFAFI...AH..
.................... Q.
.................... . .IT.
LPETDLSRY -IG.
LSCTSLNQY .ING.
LSQPELSQY .IG.
VPMLDINCI .G .
EPLLDLGVF K.
EPYFDLDVY K.



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1028
1306
1410
1366
1355

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
SGL RS13950 WP 010873519.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
24977 SSPA RS00745 WP 000650606.1

1436 BW25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1168
1401
1293
1251
1018
1058

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1028
1306
1410
1366
1355

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
SGL RS13950 WP 010873519.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
24977 SSPA RS00745 WP 000650606.1

1436 BW25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

1168
1401
1293
1251
1018
1058

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

consensus

EEREL%%I[E%L&EQ scEESeERELee D elex, o oD .«R%’QE'ED PEUER l’
ATEAAITKL ERFYGKAELSEIAKEFAKK ....................... QAEEEV. .
AEKDEMIRIMBERYFGEKGFEKLNKELAER . . . . . v i it e e e e e e e e e NKTQQSQEADLSVADMES A
TQDDFNQMEEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAIY L
ESSQIMKEIBEQOQLTPHQMQVEEQVK . . . . . . .o i e e e e e e e e F
ESSQPKEMBQQLTPNQMQVEEQVK . « o v v e et e e e e e e e e e e e F
ASDEIMKYIBENALSPEQQPIYEESE. . . ... .. ... i L..... F
SSDEIRKYIBENQLSPEQQSLYEETE. . . . . .. . i it i i i i L..... F
CWTRQQMENHR . . . . oottt e e e e e H..... L
1 CWTRQQMEGHA . . . . e e e e e e e e e S..... L
1 PADHRAMQAABRRLYGRSIQGAANQGKEISQ.D..ELAN...... LVKVS. .. .. QL
ADFREIFTAABMRRLYGRSLGQEKSGLKEINQ.D..ELAG. ... .. LVDIG..... EDEIENIEDLSQY WQIIL
ADFREIBESTAMRRLYGRSLSHEKSGLKEINQ.E. .ELAS. ... .. LVDVG..... ADEIDNIEDLSQ WQIIL
ETDKINS A DNLLTAKESQGLSEYVEDSG.DLEGLEI... ... SAD.D..... EDQDIDTATSVTIY N| L
EHDKIBERISBRSEHFVEETHFNFDTE. . .EL.D...LDV...... EVDPH..... TTDDDDEDDKLK]b) Nig L
EHHKIREK GQHFAEESSFDFNDE...EF.D...LDV...... NLDGP..... TAQEDEEEAPQG|Y N| L
* % * * * % * % * *

B e

1
1

R
R
R
R
R
R
R
R
*

s il

EABIQPQPLT .
EARIQPQPLT .
AMIHLYKSL .
EARIH I YKSL .
EARIHTL.QDT .
EARIHPLPDY .
LIICINEABIVETQQP .
WLIICHIEITETQQP .
HLICIEBIIETQQP .
S YIIQDIEMBIHEVATP .
I Y)EBNEARIR LI ATP .
RMR DGVLEX RN

ot (L

L INE RLPQDGRVIY EG.AID

\/"q.. =

BILDIEE R 'PQDGRN K| SCIESEND)
DR AR SIEADIEM TRRIYQ . GRK
KIRRAS|ANARAIGNE O FISTTFSD I
KRR S| NARHRIGHE QF|STTESD I

RLPQDGRMS
RLPQDGRJH
RLPQDGRMS

I

593
590
320
209
209
204
204
167
167
269
269
269
278
273
273



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1028
1306
1410
1366
1355
1384
1468

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
SGL RS13950 WP 010873519.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A4U84 RS08525 WP 010787006.1
ASU2 RS05090 WP 014991734.1

24977 SSPA RS00745 WP 000650606.1

1436
1168
1401
1293
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1028
1306
1410
1366
1355
1384
1468

Bw25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
SGL RS13950 WP 010873519.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A4U84 RS08525 WP 010787006.1
ASU2 RS05090 WP 014991734.1

24977 SSPA RS00745 WP 000650606.1

1436
1168
1401
1293
1251
1018
1058

consensus

Bw25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

1
1

1
1

APGVFER

T T L Rhdevses, Lope
SEYHYAR|

ITNPETLQT

MYGA[NLTA

MQPL[LAD

NPQERKQL

SDS[NKQL

SEQNKQL

VAARED SGAAKIRGEE A NPV[@RRTN
ARAREDP AS AMIRGHEID A EPE[RKAL)
ARAREDP S S AMBGHD A EED[RKAL)

1 sk ok ok | kDD Dok |k * (S

D MRM@%M%MAE

TINEDPVENEDY 13GINQE¥Q VN P[NENG LSFERAL REAFLRQDPD

AR RESN E * % %k * | | % ERE NN

IKEV

VRELAARZY[

LVTGPTGSGK
LVTGPTGSGK
LVTGPTGSGK
LVTGPTGSGK
LVTGPTGSGK
LVTGPTGSGK

L TGPTGSGK
L TGPTGSGK
LVTGPTGSGK
L TGPTGSGK
L TGPTGSGK

nnnnnnaQtEEeER=2490I0™n

L
L
L
L
L
L TGPTGSGK L
L
L
L
L
L
]

%ﬂMAAMMﬂmeﬁ

IIMVGEIRDSETAINT AjSNAAMTGHLYV  TLHTNJALYRE:
INAAIRTGH VL TLHTN|NAIZEF:
IMAAIMTGHLVL TLHTN|JALYeF:

AAQTGHLVLSTLHTN|)ARSY:
AAQTGHLVLSTLHTNI|)ARSSE:
A QTGHLVLSTLHTN|NAIRSY:
AAQTGHLVLSTLHTNI|MAIZSF:
AAQTGHLVLSTLHTNSENSIONN
AAQTGHLVLSTLHTNSEN®I2NN
AAQTGHLVLSTLHTNNALY2N
A QTGHLVLSTLHTNSALY2NN
A QTGHLVLSTLHTNSALY2N
AAQTGHLVLSTLHTNSALYEN
AAQTGHLV STLHTNRJALY2EN

AAQTGH V STLHTNAIZSN
P TN e e ey ey N N Y N !

673
670
400
289
289
284
284
247
247
349
349
349
358
353
353

753
750
480
369
369
364
364
327
327
429
429
429
438
433
433



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1028
1306
1410
1366
1355
1384
1468

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
SGL RS13950 WP 010873519.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A4U84 RS08525 WP 010787006.1
ASU2 RS05090 WP 014991734.1

24977 SSPA RS00745 WP 000650606.1

1436
1168
1401
1293
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1028
1306
1410
1366
1355
1384
1468

BwW25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
SGL RS13950 WP 010873519.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A4U84 RS08525 WP 010787006.1
ASU2 RS05090 WP 014991734.1

24977 SSPA RS00745 WP 000650606.1

1436
1168
1401
1293
1251
1018
1058

consensus

Bw25113 RS00530 WP 001025145.
A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

1
1

1
1

L hereBand
LSEAE ........... GARLYKGM

R CEpacC QPTNAD.PEVLRRL ISERD........... R....GANLMRGT P
ORGTEGRTIAYHPS . KEELSRFEGLSASGDEVVTFYKANSESPDEIHLARQKGNL[®Q
......................................... NSC
......................................... NSC
........................................... D
........................................... D
........ VLSPN...........HBWPSA. . LPRWQAS[H#Q
........ HIPDN...........MWPSP..LPHWQAP[&V
IAVRPS.ALLQSQF@FQPNE...........H...... LYEANAA[€J¥N
QPQEPN.SQLQH.IGIANTE........... Q...... IFQANPD{¢®N
QPQEHT.VQLQH.LEGIQTTD........... N...... IFRANPD[eI®§N
AVRDDFTNQGLIEL@GFKEAD........... V..N..LKLYKAV[EEE
RPI.QVPERSLLEM@FTPED........... AQPE. .FQIFEPV[e®H
IPA.DIPKQSLLEM@FTEQD........... AHPD. .FRVFQPV[eI&L

(IS * ok kokok DD Dok D skok | * * %

A

QT{
LR i OEDFRN ?g

~ |

beshags) alpnoneles A,
RHAIVAGKSATE KEIJN RED
RRTISGAGRPAAEMRD VA LGES
AEL V.EE[¢

INQGATTDR KDCP
.................. RE

RA
RESMIKQ
RASMIEQ
FEN[ECRA
FEN@ECLA

RQLEIFASGASAQA
RQLPASANTDVES
AEAPMMQRASTHQ

SEABIKGASVHE
SEABIKGASVHE
GQLEMSGGNSLD
SKIMMEDGNALE
SKIMMEDGNALE

KLEFNN
* %

-

817
814
559
408
408
401
401
386
386
491
490
490
503
499
499

889
887
638
464
464
461
461
461
461
562
561
561
574
570
570



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1
1410 SGL RS13950 WP 010873519.1
1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
24977 SSPA RS00745 WP 000650606.1

1436 BW25113 RS00530 WP 001025145.
1168 A1552VC RS11070 WP 000957200.

1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

X non conserved
B similar
il >50% conserved

889
887
672
464
464
461
461
461
461
562
561
561
574
570
570



