
logo MLASKMRWDE I
VQRTPDKQDEKVEKQSLATEGQRLGHITPLAVASLLVKMRGFYDTADEKSARSLSFLHYGTKNDADRFHYDPFYELLMKDGMEKEKAAVDRR IKQAI SDQQ

NTDB id 249601 CPQ91 RS14520 WP 061578547.1 MLASKMRWDVQTPDKEKVEQLAGRLGITPLAASLLVMRGYDTADKASSFLYGNDARFHDPYLLKDMEKAVRRIKQAISDQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !!!!!!!!**! !! *!! ! !*!!!! !!!!! !!*!!!* ! !!* !! !*!!* *! ! ! !!!!!!! !

logo EKIMIYGDYDADGVTSTSTVLMLHQMTLKQKCLSAQAVDFYIPDRFKEGYGPNEAQAFRGS IKERSGFYSL I ITVDTGIAAGVHEAEKVAKEL
NTDB id 249601 CPQ91 RS14520 WP 061578547.1 EKIMIYGDYDADGVTSTTVLLQMLKKCSAQADFYIPDRFKEGYGPNEAAFRGIKESGYSLIITVDTGIAGVHEAEVAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!!!!!!!!!!!!!!!*!*!* ! !*!!! !!!!!!!!!!!!!!!! !!! !!! !*!!!!!!!!!!!*!!!! !!!!!

logo GI
LDLVI ITDHHEPGPEVLPDAVRYAI IVHPKQPGCGTYPFKELAGVGVAFKLAHALLNGELPDEDELLDLACAIGTIADLVPLHDENRLQI

NTDB id 249601 CPQ91 RS14520 WP 061578547.1 GIDLIITDHHEPGPVLPDAYAIIHPKQPGCGYPFKELAGVGVAFKLAHALNGELPEDLLDLCAIGTIADLVPLHDENRQI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!!! !!! !!*!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!**!!!!*!!!!!!!!!!!!!!!! !

logo AKTLRGLMEQRFLRKRTKNRLPGLKAELAIKI
L
A
SGAGDE IGHENADNEETI

VGFQI
LAPRLNAVGR I EQADPAVHNLLMNSTEDESFREAEELAAEDE IDNAQLNKE

NTDB id 249601 CPQ91 RS14520 WP 061578547.1 AKRGMEQFRKTKRPGLKALAKIAGAEIHNADEETIGFQIAPRLNAVGRIEQADPAVNLLNTEDEREAEELAEDINALNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !*! !*! !*!!! ! !* !**!* ! !!!*!!!*!!!!!!!!!!!!!!!!!*!! *!! !!!!!! *! !!!!

logo RQKI
MVNSKQMTDEEAI

V
E
QMI

VEEQEQGLDQPTAVIVVAKRAPGWNPGVVGIVASKLVDERFYRPAIVLGI
VDEEKGIAKGSARS IKRGFDNLFEQNS

NTDB id 249601 CPQ91 RS14520 WP 061578547.1 RQKIVNQMTEEAVQMIEEEGLDQPVIVVARPGWNPGVVGIVASKLVERFYRPAIVLGVDEEKGIAKGSARSIKGFDLFQN 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !!!*! !!*!!* !*! !!!!* !!!!**!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!*!! !!

logo LSECRDI LPHFGGHPMAAGMTLKNALEDVPSADLRESR I
LNER I

QADEANTVLTEAEDF IPVQDEVDLCVCGRLVEDI STVDES IAEMNLMLASPFGMTGLN
NTDB id 249601 CPQ91 RS14520 WP 061578547.1 LSECRDILPHFGGHPMAAGMTLNLEDVSALRERINRQAEAVLTEADFIPVQDVDLCCRLEDISVDSIAEMNLLAPFGTGN 480
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !!!!!!!!!!!!!!!!!!!!!! !!!* !! !*! !* !!! !!!!!!*!!!*! *!!!*!*!!!!!!*! !!! !

logo PKPFHVLVESDNAVKVI
L
D
EDAVRKIGANKNTHLVKLMTVI

L
A
R
D
N
D
E
G
S
N
S
K
QLDC I

VGFNYKGDE I
L
E
QEGIVPGASKR I S IVGELMS INEWNNRKKPQLMIKDA

NTDB id 249601 CPQ91 RS14520 WP 061578547.1 PKPFVLVSDVKIDDARKIGANKNHLKLVLADDGNKLDCIGFYKGDIEEGIVPGAKISIVGELSINEWNNRKKPQLMIKDA 560
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus !!!*!!! **! !!!!!!! !*!* * * !!!*!! !!** !!!!!! *!!!!!!*!!!!!!!!!!!!!!!!!!



logo AVNSEWQLFDLRGKRSTWEDEKTI
V
L
S
A
KLDPPSAKRACI IVCSFKREDESTKTATKLLAQGTETDGLERERELVHTVI SGSKPDEDQAEKARFLDLDEGSARYAIVFL ILDI

PPPQSLDI
M

NTDB id 249601 CPQ91 RS14520 WP 061578547.1 AVNEWQLFDLRGKRSWEEKILKLDPAKRACICFREETKAKLAGTGLEEELTVISGPEDAERLDLESRYAVFIDIPQSLDI 640
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM 640
consensus !! !!!!!!!!!!!*!!* * !**!!!!***!*!** ! ! !**!!! ** ! !!* ! ! *!*!*!!!*

logo

F
L
A
D
H
R
L
V
I
L
E
NGKAKLPER IYFL I FLYNQHSDEDEHFFLSTFPATRDEHYFKWYYAFLLKRGASFDLVKPKHYGGSELAKRHKGWSTKVDETI ENFMTKVFFDELGFV

NTDB id 249601 CPQ91 RS14520 WP 061578547.1 FDHVINGKKLERIYLIFYQSDEHFFSTFPTREYFKWYYAFLLKRGSFDLPKYGGELARHKGWTKDTIEFMTKVFFELGFV 720
NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFV 720
consensus *** !! *!!!! !! ****!! !!!! !**!!!!!!!!!!!! !!**!*! !!!*!!!!* *!! !!!!!!!*!!!!

logo

K
TI ENGVLSVVSYGHAEKKRDLTDSEQTYQRAEKQQRL IMELDEQKL INYSSADEELKEQWLDNKLRMAKEQDKASEGAYEKSVTRRT

NTDB id 249601 CPQ91 RS14520 WP 061578547.1 TIENGVLSVVYHAEKRDLTDSETYREKQRLIELEQKLIYSSADELKQWLDKRMAEKAGAYKV.... 782
NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !!!!!!!!! *! !!!!!!! !! !! !*!!*!!! !!!!*!!! !! ! ! !! ****

X non conserved

X similar

X ≥ 50% conserved


