
logo

MK
MKKLGSLTLVLSVALFLASAVFI IMLVACASNSGGKKNDKETATKSGSDQKLKVVAVTNS I IADI

MTKNIAGDKIDLHS IVP IGQDPHEYEPLPEDVEKKTSENADL
NTDB id 24950 SEZ RS07095 WP 012516062.1 MKKKLSLVLSAFLAVFMLVACSNGGNKEAKSDKLKVVVTNSIIADMTKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVEKTSNADL 85
NTDB id 439 SPR RS07420 WP 000733056.1 .MKKLGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADL 84
consensus * !!! *! !! *!!!! ! !!!!! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!

logo I FLYNGINLEDTGGNQAWFTKLVEKNAKKKTEKDNKDYFAVSDGI
VDVIYLEGEQNSEKGKEDPHAWLNLENGI

V I FYASKNIAKQL ISAKDPKNNKEFTY
NTDB id 24950 SEZ RS07095 WP 012516062.1 ILYNGINLEDGGQAWFTKLVKNAKKKKDKDYFAVSDGIDVIYLEGESEKGKEDPHAWLNLENGVIYSKNIAKQLIAKDPKNKETY 170
NTDB id 439 SPR RS07420 WP 000733056.1 IFYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFY 169
consensus ! !!!!!!! !!*!!!!!!! !!!! !!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!*!* !!!!!!! !!!! !!! !

logo EKNNLKAEYTVDEKLDEKLDKEASKDSKFDNAKIAPADENKKL IVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPDEQIKSSTL IVEKLKRDQTVKPVPSASLFVE
NTDB id 24950 SEZ RS07095 WP 012516062.1 ENNLKAYVEKLEKLDKEAKSKFDAIADNKKLIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPDQISSLIEKLKDVKPSALFVE 255
NTDB id 439 SPR RS07420 WP 000733056.1 EKNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVE 254
consensus ! !!! ! *!!*!!!!! ! !! !* !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!! *!*!!!* !** !!!!

logo SSVDDRRPMEKTVSKQDSTGNIP IYAEQI FTDS IVAEKKQGKQDEGDSYYASMMKW
YNLDKIASEGLAK

NTDB id 24950 SEZ RS07095 WP 012516062.1 SSVDRRPMETVSKDSGIPIYAEIFTDSVAKKGQDGDSYYAMMKWNLDKISEGLAK 310
NTDB id 439 SPR RS07420 WP 000733056.1 SSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!! !!! !!! !* !!!!! !!!!!*! ! *!!!!! !!!*!!!!! !!!!!
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