
logo MSKTIAS INAGSSSLKWQLYQLMPEEKVLAQKGI
L I ER IGLKTDDSAI STVKYFDNGKQKEEAESHE I

TLDAIPKDHTEAAVKRI LLNDDL IHFLGDI IDKTSYDE ITG
NTDB id 24933 SEZ RS00775 WP 012514789.1 MSKTIAINAGSSSLKWQLYQMPEEKVLAQGIIERIGLTDSISTVKYDGKKEEHILDIPDHTEAVKRLLNDLIHFGIIDTYDEITG 85
NTDB id 402 FSA28 RS09365 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG 85
NTDB id 393 SMU RS08995 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG 85
consensus !!!!!*!!!!!!!!!!!!!*!!!!!!!!*!*!!!!!**!*!!!!!**!******!*!*!!!*!!!*!!*!!!!**!!**!!!!!!

logo VGHR I
VVAGGETYFKNESVAVLVDDSEKEVVI EKQKVEELAALLAPLHNPKGAANAAGIRAFRKKI LPDITSVCVVFDTSAFHTTMQPKEHVTAYLRYP I

LPQNKYYFTDE
NTDB id 24933 SEZ RS00775 WP 012514789.1 VGHRIVAGGEYFKESVVVDD.KVVEQVEELAALAPLHNPGAAAGIRAFRKILPDITSVCVFDTSFHTTMQKHTYLYPIPQKYYTD 169
NTDB id 402 FSA28 RS09365 WP 002263443.1 VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE 170
NTDB id 393 SMU RS08995 WP 002263443.1 VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE 170
consensus !!!!*!!!!*!!*!!**!!***!***!!!!!*!!!!!!***!!!!!!!*!!!!!!!!!*!!!!*!!!!!****!*!!*!*!!*!*

logo

Y
N
K
QVRKYGAHGTSHKYYVAEHEAAKMI LGERKPLIDEEKLKL ITAVHVMGNGVS ILTANVYDHGGQKSVDTSMGFTPLAGGPVMMGTRSTGDI

LDPAI
V IPYL IMADQN

NTDB id 24933 SEZ RS00775 WP 012514789.1 YKVRKYGAHGTSHKYVAEEAAKMLGRPLDELKLITAHVGNGVSITANYHGQSVDTSMGFTPLAGPMMGTRSGDIDPAIIPYLIAQ 254
NTDB id 402 FSA28 RS09365 WP 002263443.1 NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN 255
NTDB id 393 SMU RS08995 WP 002263443.1 NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN 255
consensus **!!!!!!!!!!!*!!!*!!!!*!**!***!!!!!*!*!!!!!*!!***!*!!!!!!!!!!!*!*!!!!!*!!*!!!*!!!!***

logo

D
T
P
E
E
D
L
FKDTAPAEDVIVRNRMI LFNKNQESGLGLGVI SGE I

LSSNDMRDE I EAGALTQAANGNPKDNAVTLAYNI
MF IDR IKIKFHIGQAYFAAVLMNGAVDALIVFTAGMIGENADPALHMI

NTDB id 24933 SEZ RS00775 WP 012514789.1 DPELKDAADVVNMLNKQSGLGGVSGISSDMRDIEAGLQANNPDAVLAYNIFIDRIKKFIGQYFAVLNGADALVFTAGMGENAPLM 339
NTDB id 402 FSA28 RS09365 WP 002263443.1 TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI 340
NTDB id 393 SMU RS08995 WP 002263443.1 TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI 340
consensus ****!***!*****!**!!!*!*!**!*!!!*!!!***!*!**!*!!!!*!!!!!*!*!!*!*!!*!!*!!*!!!!!*!!!****

logo RQSDEVIVMNKGHLFSDWFLGMAEDIDVPTEKNVEFKRGPYVRYGDVI STSANASAKVKVLVI SPTDEELCVIARDVERLKKTTKVSS
NTDB id 24933 SEZ RS00775 WP 012514789.1 RQDVVNGLSWFGMEIDPEKNVF.GYRGDISTAASKVKVLVISTDEELCIARDVERLKKTVSS 400
NTDB id 402 FSA28 RS09365 WP 002263443.1 RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK... 399
NTDB id 393 SMU RS08995 WP 002263443.1 RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK... 399
consensus !********!*!**!**!!!******!*!!**!*!!!!!!!*!!!!!*!!!!!!!!!**

X non conserved

X similar

X ≥ 50% conserved


