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NTDB id 24919 BCEP18194 RS20875 WP 011353241.1 MFSFFKRFKKTQEPDPAESQSADAQQTDEPSDVPAVEAPPAPDVPQAPA..QPVAQP.......AVPAVVMTV..TPTND 69
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVE.SEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEA 79
consensus !!!!!*! !! ! * ! ! * !*!*!* * *** *!!* * ** * ! ********!!* ! !!** !*
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NTDB id 24919 BCEP18194 RS20875 WP 011353241.1 .........GRDEVVETVEI....V.PPPLQDASAKKSWLARLKTGLAKTG....SSITGVFVNTKIDEDLYEELETALL 131
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLI 159
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NTDB id 24919 BCEP18194 RS20875 WP 011353241.1 MSDAGVDATEYLLGALREKVRTGRLTDPQQVKSALHDLLVELLTPLEKSLMLGR.AQPLVMMITGVNGAGKTTSIGKLAK 210
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
consensus ! !**!!!!!* *! *! ! !** ** !!** ! *!* !!!!*!*!* * ! !*!* !*!!!!!!!!!!!!!!
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NTDB id 24919 BCEP18194 RS20875 WP 011353241.1 HLQSFDQSVLLAAGDTFRAAAREQLAVWGERNNVTVVQQESGDPAAVIFDAVSAARARKIDVMMADTAGRLPTQLHLMEE 290
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
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NTDB id 24919 BCEP18194 RS20875 WP 011353241.1 LKKVKRVISKAHDGAPHEVLLVIDANTGQNALTQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEK 370
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEG 399
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NTDB id 24919 BCEP18194 RS20875 WP 011353241.1 VEDLQPFSAVEFADALLG 388
NTDB id 1118 NGFG RS11455 WP 003696286.1 IDDLRPFDARAFVDALLD 417
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