
logo MLAELS IKNFAI I EELTVSFEKRGLTVLTGETGAGKS I I IDA I
VSLLVGGRGSSEFYVRYGEAKKRAELEGLFLLDESGHPVFLDGLVC

NTDB id 249141 CP942 RS20835 WP 105980357.1 MLAELSIKNFAIIEELTVSFEKGLTVLTGETGAGKSIIIDAVSLLVGGRGSSEYVRYGEKRAELEGLFLLDSGHPVFDLC 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!! *!!!!!!!!!*!!!!! *!

logo

A
TELQGIDEAVSDDEMIVMRRDINSATNSGKS IVCRVNGKLVTIAASLRE I

VGRLQLLDIHGQHDNQLLMEDEHNHLQLLDKRFAGAEE I
VEHSALK

NTDB id 249141 CP942 RS20835 WP 105980357.1 TELGIEASDDMIVMRRDINANGKSICRVNGKLVTIAALREVGRQLLDIHGQHDNQLLMEDEHHLQLLDRFAGEEIEHALK 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus ! !!* !!*!!!!!!!! !!!*!!!!!!!!!!! !!!*!! !!!!!!!!!!!!!!!!!*!!!!!!*!!! !*!*!!!

logo

A
TYQEGVYQSRYMVDKLVLMKRKLVKEQLSESEQEMAHRLDL IQFQLDEE I ESAKNLELPKNEDELQLQEERQRQIASNFEKIYEASLQNAYNALRNSE

NTDB id 249141 CP942 RS20835 WP 105980357.1 AYQEVYSRYMDVMRKVKELSESEQEMAHRLDLIQFQLDEIESANLEPKEDELLQEERRQIANFEKIYEALQNAYNALRNE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus !!! ! !!* ***!*! !!!!!!!!!!!!!!!!!!!*!!!!! !!* !!! !!!!! !! !!!!!!! !!!!!!!!! !

logo QAGGLDWVGMASASEQLEDNI
VSDGINEGPLKNKMVSESVASNASYYI

LLEDASTFQI
MRNMLDELEFYDPERLDNYI ESTRLNE IKQLKRKYGATV

NTDB id 249141 CP942 RS20835 WP 105980357.1 QAGLDWVGMASSELENVSGINEGLNKVSESVANAYYILEDSTFQIRNMLDELEYDPERLDYIESRLNEIKQLKRKYGATV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus !*!!!!!!!!! !! *! !!!*! !*!!!! ! !!*!!! !!!*!!!!!!!!*!!!!! !!!*!!!!!!!!!!!!!!!!

logo EDI LQAEYASASKI EEE IDQR I ENRDSHLQASLKKSERLDES IVGKDVAI
VEAANVSEQIRKKTWAKKLADKEQIHQQRELKDSLYMEKSTFDTEFKQV

NTDB id 249141 CP942 RS20835 WP 105980357.1 EDIQAYSAKIEEEIDRIENRDSHLQALKSRLESIGKDVAIEAANVSEIRKKWAKKLAKQIQQELKDLYMEKSTFDTEFQV 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus !!! ! !!!!!!! !!!!!!!!! !! !*!*!!!!!*!!!!!! !!! !!!!!! !* !!! !!!!!!!!!!!! !

logo

K
R
K
TAESRDNDEDEAPLVVNGMQPVQLTEKHQGIDLTVHKFL I STNTGEPLKSLSKVASGGELSR I

VMLAI
MKS I FSASQQDVTS I I FDEVDTGV

NTDB id 249141 CP942 RS20835 WP 105980357.1 KKAERDDDAPVVNGMPVQLTKHGIDTVHFLISTNTGEPLKSLSKVASGGELSRIMLAMKSIFSAQQDVTSIIFDEVDTGV 480
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus * ! ! **!!*!!! !!!!! *!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!! !!!!!!!!!!!!!!!!

logo SGRVAQAIAEKIHKRVS IGSQVLC ITHLPQVAAMADTHLLYIATKEQLSKDGRTTTRSVKTPLSTKQEKI
VAE IGRMIAGVEVTDLTKR

NTDB id 249141 CP942 RS20835 WP 105980357.1 SGRVAQAIAEKIHRVSIGSQVLCITHLPQVAAMADTHLLITKQSKDGRTTTSVTPLTKQEKIAEIGRMIAGVEVTDLTKR 560
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! ! ! !!!!!!! ! !!*!!!!*!!!!!!!!!!!!!!!!!!



logo HAKELLKNQADKLQVKTTG
NTDB id 249141 CP942 RS20835 WP 105980357.1 HAKELLNQAKLVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus !!!!!! !! !!!!!

X non conserved

X similar

X ≥ 50% conserved


