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NTDB id 249124 CP942 RS16675 WP 105979884.1 MKFSLKFVTGLLILTSFIYSIYVSYLFFNNLFVGTELKYNSKQQLEVIEVTMDSPADYSGLKKGDIIYRINDEKITEKNR 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !! *! ! *!* ! *! ! *!* ! * *!! ** ! ! ! * !** !** * !!* !!!! *!! !!***!*
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NTDB id 249124 CP942 RS16675 WP 105979884.1 PDEDEALFHVYSLTILRDNEYIDIMTKDYF..ISYDILFVYLIPMIFYLLCLLCIYMILKANKSKKVMSSFLLIVFLLDI 158
NTDB id 91 BSU 31690 NP 391047.2 K..WGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDI 158
consensus *** ! !* !! !!! !** ! ** * !****!* !! !***!!* !!! !! ** **!!* !!!!
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NTDB id 249124 CP942 RS16675 WP 105979884.1 SIAYMSAGGVLRGDVLSRYINLLTFISVPVCYLHFIHEYFKETGKRFFNNKVFILYLLPIINIVIELFSDHLDLIRDSLA 238
NTDB id 91 BSU 31690 NP 391047.2 SIAYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR.ISFLYIIPIFNLGIEFFQDYLQVDIDFLA 237
consensus !!!!*!!!!* !!*** !!!!! !!!! !**!!*!!* ! ! !! ! ! ** !!**!! !* !! ! !*! * ! !!
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NTDB id 249124 CP942 RS16675 WP 105979884.1 MINLFSFMIGIVITIAVIIRSLIKHKYSEQAYFLKMLMLTNYLAILPFLTLYVLPTFIIGDYIYSAPLVAPCLLLIPFSL 318
NTDB id 91 BSU 31690 NP 391047.2 TLNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGL 317
consensus *!! !! * * ! *! !*!! !* * !!*!*!!! ! !!! *!!! ! !!**!* !**!*!!!! !
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NTDB id 249124 CP942 RS16675 WP 105979884.1 VYQFISNKIYDVEFLVGRLKYYGLLALIPTIVVVCTIILMKYQAGDYYTARLAIYIYLVMLGVFYLKEILDYRFRLKRFS 398
NTDB id 91 BSU 31690 NP 391047.2 VYQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFS 397
consensus !!!!* !!**!*!!**!!**!!*!!!*!!!***!* **! * ! ** **!! *!!! !!**!**!!!!!!!
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NTDB id 249124 CP942 RS16675 WP 105979884.1 EKYNYQDSIFKFTQTIRTHSSLNQVLLELKQTILDVLIVSQAHVLKVKSDGTISLLEGDTEEYPWIPYEQEVTKVITDIG 478
NTDB id 91 BSU 31690 NP 391047.2 EKFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIG 477
consensus !!*!!!!!!!!*!! *! **!!*!! !!!*!!!!!!*!! !* ! *!* * !* * **! *! ! ! **!!
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LNTPRLTRDE I SWLEKTLASFYTSVSLMENVLHKI EGELMEHLEKDHLVKKQEGPTNPAIWLKN
NTDB id 249124 CP942 RS16675 WP 105979884.1 KIVEVDRGFLIKIGERGGTSYVMLCLSVLNTPRLTRDEISWLETLAFYTSVSLENVLKIGELMEHLEHVKKEGPNPAWLN 558
NTDB id 91 BSU 31690 NP 391047.2 KIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLK 557
consensus !!*!! !!!*!*!!!!!*!!!*!!!! *!!!!!!!!!!!!! !! !!!!!!*!!!!*! !!!!!! **! !!*!! !!
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NTDB id 249124 CP942 RS16675 WP 105979884.1 KLMFAIEEKQRSDLARDLHDSVLQDMISLKHQSEMFLADFEKD.KVCTNQIRQRLINMNEQMSTVIQTTRETCQELRPQL 637
NTDB id 91 BSU 31690 NP 391047.2 KLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQL 637
consensus !!!!!!!!!!!! !!!!!!!!!!!!*!!!!*!*!*!!*!! !!* *! * *!**!!!!!! !! !!!!!*!!!!!!
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NTDB id 249124 CP942 RS16675 WP 105979884.1 LYDLGLVKALSKLAAQHQESSSIDKIRLNTERFSKVLDLDTQLNLYRIVQELLSNAVKHSKANEVLIMLVCIKEKVVLHY 717
NTDB id 91 BSU 31690 NP 391047.2 LYDLGLVKALSKLVAQQQERVP.FHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHY 716
consensus !!!!!!!!!!!!! !!*!! ** *!!!!! !!* !!!!*!!!!!!!*!! !!!!!!!! ! *!!!!!**! !*!!!!
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NTDB id 249124 CP942 RS16675 WP 105979884.1 EDDGIGFDPDKLYQNSASMGLSGIRERVRALNGSLDIQTAEGKGFRVAIEMEL 770
NTDB id 91 BSU 31690 NP 391047.2 EDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!*!!!**! *! !!!!!!!*!!!!!! ! ! ! ! !!!!!* !!*!!
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