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NTDB id 249118 CP942 RS14765 WP 105979662.1 MTTRFAKAIEKGGNELHCLICEAPLLHSLSWRALFFLRSEEKICRACKDNFIRIEGRTMCPKCGRPQESEELCGDCLKWE 80
NTDB id 109 BSU 35450 NP 391425.2 ....MSNEAGGGIHKLICLLCDSQFSQDVTWRALFLLKPDEKVCYSCRSKLKKITG.HICPLCGRPQSVHAVCRDCEVWR 75
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NTDB id 249118 CP942 RS14765 WP 105979662.1 ADPLTRSLLRQNRSVYIYNTFMKEVLARFKFRGDAELVFAFAPSFINAFHQYYRHTPAVLVPIPLSEERKAERGFNQAER 160
NTDB id 109 BSU 35450 NP 391425.2 TRIRDSLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAHL 155
consensus * !!!!!!!!! !! !!! ! !!!!!!!!!** !! * ! !* !** !!!!!!!! !! !!!!!!!*
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NTDB id 249118 CP942 RS14765 WP 105979662.1 LASLLKKPVMHPLIRIENEKQSKKSRKERIKPKTVFRTEKGSVKNLDIILIDDLYTTGATLHHGADCLMTSGEAKSVSSF 240
NTDB id 109 BSU 35450 NP 391425.2 LAECLDRPSHHPLIRLNNEKQSKKKKTERLLSECIFDTKNNSAEGMNIILIDDLYTTGATLHFAARCLLEKGKAASVSSF 235
consensus !! *! *! *!!!!!* !!!!!!! * !!* * **! ! ! * !!!!!!!!!!!!!!!**! !!* ! ! !!!!!

logo TL IRS
NTDB id 249118 CP942 RS14765 WP 105979662.1 TLIRS 245
NTDB id 109 BSU 35450 NP 391425.2 TLIRS 240
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