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NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIHLNQ 80
NTDB id 24907 SESA RS02980 WP 000680324.1 MKHG...IKALLITLSLTCAGMAHSALAATPVAKNAA........VETKADTPSSS..SAKAALPTKASDDEGTRVSINT 67
NTDB id 1440 BW25113 RS02290 WP 000680312.1 MKHG...IKALLITLSLACAGMSHSALAAASVAKPTA........VETKAEAPAAQ...SKAAVPAKASDEEGTRVSINN 66
consensus !*** *!*****!** !*!* *****! ***** * ***!** * ** *******!***********!*
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NTDB id 1041 H0N27 RS14740 WP 005124713.1 ANVNE.FQQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
NTDB id 24907 SESA RS02980 WP 000680324.1 ASAEDLARVMNGVGLKKAQAIVSYREEYGPFKTVDDLKQVPGMGSALVERNLAVLTL 124
NTDB id 1440 BW25113 RS02290 WP 000680312.1 ASAEELARAMNGVGLKKAQAIVSYREEYGPFKTVEDLKQVPGMGNSLVERNLAVLTL 123
consensus !******* **!!!*!!!!!!!*!!***!*!!*****!*!*!*! ***!*!***!*!
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