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NTDB id 249056 CP943 RS17610 WP 023856154.1 PFSLVYQFIATKIYDIEFLLGRFKYYGLLAILPSLTAVGVFTLTQELSNSLNTVKNTIFIYFIMLGVFYLKEILDFRFRL 397
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NTDB id 249056 CP943 RS17610 WP 023856154.1 AWLNKLMFAIEEKQRSDLARDLHDSVLQDMISLKHQSEMFLADFEKD.KVCTNQIRQRLINMNEQMSTVIQTTRETCQEL 636
NTDB id 91 BSU 31690 NP 391047.2 IWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHEL 633
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NTDB id 249056 CP943 RS17610 WP 023856154.1 RPQLLYDLGLVKALSKLAAQHQESSSIDKIRLNTERFSKVLDLDTQLNLYRIVQELLSNAVKHSKANEVLIMLVCIKEKV 716
NTDB id 91 BSU 31690 NP 391047.2 RPQLLYDLGLVKALSKLVAQQQERVP.FHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKI 712
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NTDB id 91 BSU 31690 NP 391047.2 VLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
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