
logo MLTKCEGIVLRTNDYGETNKI IVTLLTREHGKIGVLMARGAKKPNSRLSAI
VSQPFLYAGSFLFMQRKSTSGLGTLEQQGEMIELSMRGH

NTDB id 249045 CP943 RS14115 WP 105981086.1 MLTKCEGIVLRTNDYGETNKIITLLTREHGKIGVLARGAKKPNSRLSAISQPFLYASFLFRKSSGLGTLEQGEMIESMRH 80
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRG 80
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!*!!! !*!!!!!! !!!!! !!!*
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M
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NTDB id 249045 CP943 RS14115 WP 105981086.1 IREDLFLTAYAAYITELIDKGTEEKKPNPFLFELLLQSMRRLDDGTDPDIIANLIEVKMLSVMGLYPELDECVHCKSKDG 160
NTDB id 118 BSU 25280 NP 390406.2 IREDLFLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDG 160
consensus !!!!!!!!!!!!!* !!*!*!!!!!!!!!*!!! *! !** ! *!!!!!*! ** *!!! !!!!!!!! *!!!!!! !!

logo TFHFS IVRDNGF ICHRCFAEKDPYR IP I
L
K
TPAQSTARLLRLFFYYFDLSRLGNVSLVKEQETKADELKQRVIDQLTYYDEEYSGI

LYLKSKRRFLM
NTDB id 249045 CP943 RS14115 WP 105981086.1 TFHFSIRDNGFICHRCFAKDPYRIPLTPASARLLRLFFYFDLSRLGNVSVKQETKDELKRVIQTYYDEYSGIYLKSRRFM 240
NTDB id 118 BSU 25280 NP 390406.2 TFHFSVRDNGFICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFL 240
consensus !!!!!*!!!!!!!!!!! !!!!!!!* ! *!!!!!!!*!!!!!!!!!!!*! !!! !!! !! !!*!!!!*!!!!*!!*

logo

D
EQMDENSMKHKLML

MGDEENKNKSS
NTDB id 249045 CP943 RS14115 WP 105981086.1 EQMDNMKKMLGDENKS 256
NTDB id 118 BSU 25280 NP 390406.2 DQMESMKHLMGENKS. 255
consensus *!!* !!***!* *
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