logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

@MEM%MMLWM@@%LNHﬁfw%@@m@ﬂ

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
24873 CHY RS02830 WP 011343563.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1 EPMIRVHG
1116 NGFG RS10615 WP 003690200.1 R BPMIRVEIG
1185 GTF74 RS11940 WP 000350195.1 e E PPM R DG
1176 A1552VC RS01160 WP 000350195.1 .... PPM R DG
1283 ACE17W RS02630 WP 010947729.1 e I¥ SDLH SAG PPMIRVDG
1259 GCO85 RS10305 WP 010947729.1 o I8 SDLH SAG PPMIRVDG
1194 PAKAF RS01995 WP 003084552.1 R @ASDLHLSAG PPMIRVDG
1202 PSJM300 01600 AFN76400.1 e @ASDLHLS G PPMIRVDG
1020 ACIAD RS04210 WP 011182164.1 R [ IASDLHLSAG PPMIRVDG
1081 FDQ49 RS05335 WP 006581387.1 R GASDLHLSAG PPMIRVDG
1060 ABD1 RS04380 WP 000355489.1 R €ASDLHLSAG PPMIRVDG
1040 HON27 RS13360 WP 000355489.1 RMNMD INNELLAFSVK [ASDLHLSAG PPMIRVDG

IMNDIAQRE

IMNDHQRH]

IMND Q

IMND

IMND

IMND

IMND y

IMND y

IMND y
y
*

=vli=cli=ci=c=c = ]=vJi=-t=c - ]=- J=~)

IMND

consensus * ko | oskokok ok ok 11 sk sk sk sk sk sk ok ok kok * %k |k % * % %k % * * * %k k * %k k

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

EﬁEEE DFiEEYRNKYARFRV LRl R S LT b st RV TSRS T

. IXTIE LJSL P LQN AIAKRGLVLVVGATGSGKSTT AA
E
E

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1 T
1019 ACIAD RS04205 WP 004922051.1
24873 CHY RS02830 WP 011343563.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1 .
1040 HON27 RS13360 WP 000355489.1 . E LGLNIF

NH
TH

consensus [ EEEEEL kok kok Dok Dok Dokok sokokokskokokkokok kokok ok ! N EN NN

140
142
143
154
146
142
142
142
142
142
142
142
142
142
142
142
142



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

24873 CHY RS02830 WP 011343563.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

24873 CHY RS02830 WP 011343563.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

EDPIE HjMsIKK
EDPIEF HJ@YK

NQRE [eNDT|2
INQREV[ESDTIH
YININOFNHTILT
YIN|NAFNHTILT
VARV AHHNK|:RuME
Y NENEIGHILT

EDPIEFVHSWKCLINQREVH
EDPIEFVHSRWKCLINQREVH
EDPIEFVH[@ESKKCL NQREVH
EDPIEFVH@MBKKCL NQREVH
EDPIEFVHIRKKCL NQREVH
EDPIEFVHI®KKCL NQREVH
EDPIEFVHI¥YKKCLINQREVH
EDPIEFVH[ESKKCLINQREVH
EDPIEFVH@MSKKCLINQREVH
EDPIEFVH[SKKCLINQREVH
B N B A A | * %

* ok k k| * [N

TR e R S ot s . i L AL

Q
LVFGTLHT [AAKT DRI DVFPAEEK
LVFGTLHT [AAKT DRI DVFPA[EK
LVFGTLHT SAAKTIDRIIDVFP B§ K
LVFGTLHT SAAKTIDRIIDVFP B K

LVFGTLHTNSAEKTI RIIDVFPAEEKEIMVREMLSESLNAV EQB

LVFGTLHTRS AN
LVFGTLHT SAAKTIDR DVFPAEEKEMVREMLSESL{N VI
LVFGTLHT SAAKTIDR DVFPAEEKEMVREMLSESL{NAVI
LVFGTLHT SAAKTIDRIIDVFPAEEK MVR@MLSESL{WNAVI
SAAKTIDR IDVFPAEEK MVREAMLSESL{NAVI
SAAKTIDR IDVFPAEEK MVREWMLSESL[MAVI

SAAKTIDR IDVFPAEEK MVREAMLSESL{@AVI
Kook | koK kok | ok ok ok ok K K K K K K K K * |k ok ok ok

EEETEIR

KTI RIIDVFPAEEKSMVREMLSESLNAV EQB

INGALR A REDPD
INALR ALR MAPD
BMJALRSALREDPD
INYALEJSALREDPD
ISYALRSALREDPD
IQYALRSALREDPD
WPNALRSALREDPD
NENALRSALREDPD
RIFALRSALREDPD
RIFALRSALREDPD
IWRALRSALREDPD
IMNALRSALREDPD
IWXALRSALREDPD
IMAALRSALREDPD
P skokokok | RN

NEX

MR

| % * 1%

T HD[¢ N[N HEIHI HPA RNLIRENK

IBIGRNIGRVA HET|RI
.VGGGRVAEHEIM
AUGGGRVAMHEIM
MVMSGGRVAARETM
BUYGGRVAAIR
MINGGGRVAAHEIMI
MUGGGRVAAHEIMI
BOGGGRVAAHEIMI
MNGGGRVAAHEIMI
BIGGGRVAAHEIMI

MUGGGRVAAHEIMI
TIEEETE

ok ok ok ok ok ok

WPA RNLIRENK

PAIRNLIRE@NK
PAIRNLIRENK

€A TRNLIRERK
EIM C

[GATRNLIRERK
PAIRNLIRENK
PAIRNLIRE@NK
IIPATRNLIRE[@K
IPATIRNLIRENK
IPAIRNLIRENK
IPATIRNLIRENK
* 11

RERKVAQ
:

220
222
223
234
226
222
222
222
222
222
222
222
222
222
222
222
222

300
302
303
314
306
302
302
301
301
301
301
301
301
301
301
301
301



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203
1019

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

24873 CHY RS02830 WP 011343563.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

24873 CHY RS02830 WP 011343563.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

(e Nl v s,

DS.

KETHAR S QE VEREIFRIFAMY Qv DDKESEQD

= e e s =S e

368
381
383
362
418
347
347
345
345
344
344
344
344
344
345
345
345

X non conserved
B similar
> 507 conserved

3 EEEE/&R L-.A»;;!—.K/l( =i

YEDEALLHEADS .
KELMARSEGELGQUIRENEIRAIREDIRY DHQHESS]Y ADJALKHJEAD S .
IR YEENISRYVHD .

PNLHSH
IBYDK@LERJNID .
G
G
NERRSIKHTEV\HE AJNLN .
NERRSIKHTEN\HE AJALN .
CIRRS RENEREKINKT .
G
¢
¢
G
G
*

iR D SIKEKIKQ .
NLPTIRAVIKS .
P QTR TANKG .
P QTR TANKQ .
P QTR TANKG .

Cses e SV -
e RERL UEET L aNE L e

ANDL .RLMLKTKRGDDY...GSGSL..QNV.KIDME. ...
SNDL.RLMIKLGSETDGEHLTSVS...QGL.TLEMSDDDP
PNNL.RLQIKLSEEANKPLDNRERM. .SEM.ERKMTFDGQ
PESLARMLY . ... i
PKEIJARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGR

IBPEVEARRRINQNSESMSF . . . ... oo o o
IPEARRRRENQNSESMSF . . . ..o oo o

368
376
378
362
385
347
347
345
345
344
344
344
344
344
345
345
345



