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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL..............SVADVTALLHAMMDDARQAEF 62
NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTP.............MSPEMTRETVHGVMNEQQRREF 63
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTK.............LDGDMIAQLIDSITTQKQRQEF 63
NTDB id 24873 CHY RS02830 WP 011343563.1 .....MINELLRLMVEFKASDLHLTVNFPPAYRIHGNIRPLTELARENPGIPQSLTRLLTMSDTETMARTIMSTEQWEKF 75
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEP.............LSASDTRKLMYSMMNERQQRIF 67
NTDB id 1086 NMV RS00245 WP 002218487.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPE.............MSAEEVGNMVTSVMNDHQRKIY 63
NTDB id 1116 NGFG RS10615 WP 003690200.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPE.............MSAEEVGNMVTSVMNDHQRKIY 63
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPA.............FTHSDVHRLIFEIMNDAQRSEY 63
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPA.............FTHSDVHRLIFEIMNDAQRSEY 63
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPP.............LEHKDVIKIIYDIMNDRQRKEY 63
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPP.............LEHKDVIKIIYDIMNDRQRKEY 63
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ....MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPP.............LEHKQVHALIYDIMNDKQRKDF 63
NTDB id 1202 PSJM300 01600 AFN76400.1 ....MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPA.............MDHKQVHALIYDIMNDKQRKDF 63
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ....MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPA.............MDHSEVHNLIYDIMNDKQRRDY 63
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPA.............LEHKDVHRLVYDIMNDKQRRDY 63
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPA.............LEHKDVHRLVYDIMNDKQRRDY 63
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPA.............LEHKDVHRLVYDIMNDKQRRDY 63
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 KQTREANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAA 140
NTDB id 1203 PSJM300 01605 AFN76401.1 TENHECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAA 142
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLAS 143
NTDB id 24873 CHY RS02830 WP 011343563.1 AKMGELDFAYSLPD.VGRFRVNVFRQRGAVALVLRHINSKILSFKELGLPEVIADLSRKNRGIVLVTGPTGSGKSTTLAS 154
NTDB id 1307 DR RS10055 WP 010888596.1 EEKRELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLAS 146
NTDB id 1086 NMV RS00245 WP 002218487.1 QQNLEVDFSFELPN.VARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAA 142
NTDB id 1116 NGFG RS10615 WP 003690200.1 QQNLEVDFSFELPN.VARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAA 142
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EEKLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAA 142
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EEKLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAA 142
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EEFFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAA 142
NTDB id 1259 GCO85 RS10305 WP 010947729.1 EEFFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAA 142
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EEFLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAA 142
NTDB id 1202 PSJM300 01600 AFN76400.1 EEFLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAA 142
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EEKLETDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAA 142
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAA 142
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAA 142
NTDB id 1040 H0N27 RS13360 WP 000355489.1 EEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAA 142
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 MTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGH 220
NTDB id 1203 PSJM300 01605 AFN76401.1 MIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGH 222
NTDB id 1019 ACIAD RS04205 WP 004922051.1 MIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGH 223
NTDB id 24873 CHY RS02830 WP 011343563.1 MIDLINSERACHIITLEDPIEYLHTHKKSVVNQREIGSDTESFAKALRAAMREDPDVILVGEMRDLETISIAITAAETGH 234
NTDB id 1307 DR RS10055 WP 010888596.1 MIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGH 226
NTDB id 1086 NMV RS00245 WP 002218487.1 MINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETGH 222
NTDB id 1116 NGFG RS10615 WP 003690200.1 MINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETGH 222
NTDB id 1185 GTF74 RS11940 WP 000350195.1 MVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGH 222
NTDB id 1176 A1552VC RS01160 WP 000350195.1 MVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGH 222
NTDB id 1283 ACE17W RS02630 WP 010947729.1 VIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGH 222
NTDB id 1259 GCO85 RS10305 WP 010947729.1 VIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGH 222
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGH 222
NTDB id 1202 PSJM300 01600 AFN76400.1 MLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGH 222
NTDB id 1020 ACIAD RS04210 WP 011182164.1 MLDYINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGH 222
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 MLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGH 222
NTDB id 1060 ABD1 RS04380 WP 000355489.1 MLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGH 222
NTDB id 1040 H0N27 RS13360 WP 000355489.1 MLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGH 222
consensus *****! * !!***!!!!!**! ******!!!****! ** !!****!**!!*!!*!!*!* !** *!***!!!!!

logo LCVLMFAGTLHATSNTGNSAPTNAEQKSATVLI ENDRVI LVINHDLFVVFDPEKPGADGSEDRQEHRQKANQSEDQMF
I
V
F
L
W
R
L
T
M
V
A
S
Q
D
MLASNTLETNS ILVRTKQSGAI

V
M
V
I
T
A
SQ

K
N
S
Q
TLVILRPKDRTKAKMPHEIVDNKGNQKGSGRHRVGLVACSVAFIYLVHEVI LMVMLICNAGSNITGPRLAALVI SARADNYL IRKQRENDGEKLTIVFYTHAKEQLIM

NTDB id 1177 A1552VC RS01165 WP 000422572.1 LCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHEL 300
NTDB id 1203 PSJM300 01605 AFN76401.1 LCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHEL 302
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKI 303
NTDB id 24873 CHY RS02830 WP 011343563.1 LVFATLHTSSAAETIDRIIDVFPPSQQQQIRVQLSTTIQGIIAQQLIPRMDGKGRVVAVEVMVATPAIRNLIREGKTHQI 314
NTDB id 1307 DR RS10055 WP 010888596.1 LVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQI 306
NTDB id 1086 NMV RS00245 WP 002218487.1 LVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQI 302
NTDB id 1116 NGFG RS10615 WP 003690200.1 LVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQI 302
NTDB id 1185 GTF74 RS11940 WP 000350195.1 LVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQM 301
NTDB id 1176 A1552VC RS01160 WP 000350195.1 LVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQM 301
NTDB id 1283 ACE17W RS02630 WP 010947729.1 LVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQM 301
NTDB id 1259 GCO85 RS10305 WP 010947729.1 LVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQM 301
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LVFGTLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQM 301
NTDB id 1202 PSJM300 01600 AFN76400.1 LVFGTLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQM 301
NTDB id 1020 ACIAD RS04210 WP 011182164.1 LVFGTLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVAQM 301
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 LVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQM 301
NTDB id 1060 ABD1 RS04380 WP 000355489.1 LVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQM 301
NTDB id 1040 H0N27 RS13360 WP 000355489.1 LVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQM 301
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