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NTDB id 248506 CPQ89 RS07525 WP 112194926.1 MLQELMIRDFAIIDQLTVDFGTNMTVLTGETGAGKSIIIDALGLLAGGRGSSDFIRKGANKSLLQGQFTIPKATRTYELL 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
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NTDB id 248506 CPQ89 RS07525 WP 112194926.1 DEFGIECEDDILILQRDIYRSGKNVCRINGVLVNLGTLRQVGQTLIDIHGQNEHQELMDPERHLALVDNYQP.EILAKLA 159
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
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NTDB id 248506 CPQ89 RS07525 WP 112194926.1 QYQILYANYRRLSQALEQREKNAHEWAQRLDMLQFQVNEISEAQLHEGEEEELQEQKRQLDNYQTIHHALEMSYQALNGE 239
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
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NTDB id 248506 CPQ89 RS07525 WP 112194926.1 ELDVMSVLGNVMSELEDVAEFNSELATIYEKVSDAFYNLQDVAHEVSGQLSDLEWDEELLNSIEARLETIHQLKRKYGDS 319
NTDB id 352 BSU 24240 NP 390304.2 QG.GLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus * * *! !!!* * ! *! * ! !! *! ! ! * * ! *!!*!*! !! !! !! !*!!!!!!! *

logo

I
VEDTI LAEYAYDSKI EKERE I

L
D
E
Q
T
I
M
E
Q
N
Q
R
SDESHNLEQQSLQKVEKEQLVDKESAVGHKSDKAVAKKVELAALENI

VSEQI
LRKQTTWAKKRLAEADE IHQREQLKSASLYMDEKASTVFDETVERFKL

NTDB id 248506 CPQ89 RS07525 WP 112194926.1 IETILAYYDKIKRELETMQQSDENLEQQVEQVKEAHSKAKKLALEISELRKQTAKRLEAEIHQQLSALYMDKAVFEVRFL 399
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 248506 CPQ89 RS07525 WP 112194926.1 PA..............NGQLTETGLDRVEFYIQTNPGEEMGALARIASGGELSRIMLALKTIFAQNKGVTSIIFDEVDTG 465
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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NTDB id 248506 CPQ89 RS07525 WP 112194926.1 VSGRVAQAIAEKISQIATNSQVLCITHLPQVAAVADHHYFIAKHVANGRTETSLTILNDKERIEELARMLSGSSITTLTL 545
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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NTDB id 248506 CPQ89 RS07525 WP 112194926.1 EHAEELLKMAKEGK... 559
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
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