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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVP 70
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTP 79
NTDB id 24845 PFL01 RS24365 WP 011335994.1 MNTSPRQKILIVDDEPDIRELLEITLGRMKLDTFSARNLEEAQALLHRETFDLCLTDMRLPDGTGLELVQHIQQRYPQLP 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTP 77
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 IVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAA 150
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH.DTTENALENKLLIGRSLPIQQLRIAIKKIA 158
NTDB id 24845 PFL01 RS24365 WP 011335994.1 VAMITAYGSLETAINALKAGAFDFLTKPVDLTRLRELVGSALRMPAPG....NVCTSIDRRLLGDSPPMRNLRKQIDKLA 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE....AEEAPVDNRLLGESPPMRALRNQIGKLA 153
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 SSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFL 230
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
NTDB id 24845 PFL01 RS24365 WP 011335994.1 RSQAPVYISGESGSGKELVARLIHEQGPRASQPFVPVNCGAIPSELMESEFFGHRKGSFSGAVEDKPGLFQAAHGGTLFL 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFL 233
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 DELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDV 310
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDV 318
NTDB id 24845 PFL01 RS24365 WP 011335994.1 DEVADLPLPMQVKLLRAIQEKAVRSVGGQQETVVDVRILCATHKDLDAEVAAERFRQDLYYRLNVIELRVPSLRERREDI 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDI 313
consensus !!****** *!*!!!!**!***** !! **** !!*!***!***!****!****!!*!!**!**!**!**!*!!*! *!*

logo

E
I
L
P

A
E
L
I
LAEGNYRSHFILMI

L
G
Q
K
F
K
R
I
M
L
C
S
A
G
K
M
N

D
G
E
E
W
T
E
G
K
L
Q
T

D
P
F
P
A
K
V
A
Q
RLHSTAEGPADEHVAELQVTEAKRYFLLRKNQQYEHRW

FPGNVRQELQRENMVI
L
R
E
N
R
V
A
H
I
V
Y

V
TLNSCEGNDADREQTIDEQTAILPDEHSHMDLHPRLPPSADELPAGLNNPQRAMGNSAAP INAI

R
S

A
S
L
NPFL

NTDB id 1157 A1552VC RS03895 WP 001888250.1 IEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPL 390
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRAN....ISNPF 394
NTDB id 24845 PFL01 RS24365 WP 011335994.1 EALAGHMLKRLANGTGQPAARLHPHALEALKNYRFPGNVRELENVLERAHTLCENRTIEAEDLRLSEGNGA....A.... 388
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGA....S.... 385
consensus ***! ******* *** ****!*************!!!!!*!*!*******!*!***!****!******** *

logo

AHSAEANKQSVIQTS
TVAHAQEAEI

P

F
Q
G
I
P
A
L
V
A
D
K
S
W

K
M
L
L
S
T
P
Q
E
K
S
I
E
Q
D
A
G
N
I
L
EQAI EACDGNIPRAA

E
R
T
DYLDEDNSVSVIPEKSRDTKI

L
L
I
M
Y
L
N
QARLKNELMEQTHTRWNERKTLVAKAEAKQEKRKLESGMRLSTFRSLMRYRL

NTDB id 1157 A1552VC RS03895 WP 001888250.1 AHENKV...SVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPST.IY..RKLQTWNEKVKEKEKER......... 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ASAAQSIQTTVAAPQAVKKLPSEGL..............ERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRL 460
NTDB id 24845 PFL01 RS24365 WP 011335994.1 ............EAGIADLTQIDNL..............EDYLESVERKLILQALEETRWNRTAAAQRLSLSFRSMRYRL 442
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ............QEGAASLSEIDNL..............EDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRL 439
consensus * ** * *** ******* **!!* **************!!***** *************



logo KKFLGI
LDTETEQEV

NTDB id 1157 A1552VC RS03895 WP 001888250.1 ............. 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KKFGLDTETEQEV 473
NTDB id 24845 PFL01 RS24365 WP 011335994.1 KKLGLD....... 448
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KKLGID....... 445
consensus ******

X non conserved

X similar

X ≥ 50% conserved


