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NTDB id 1029 TT RS02230 WP 011228203.1 65
NTDB id 1169 A1552VC RS11075 WP 000648511.1 68
NTDB id 1402 DSB67 RS12670 WP 010643257.1 67
NTDB id 1112 NGFG RS09215 WP 003689811.1 70
NTDB id 1113 AAA85695.1 219..1451( ) . Ce 70
NTDB id 1252 GC085 RS07730 WP 011213805.1 . . AKIWILRKQGIVMWK NKK KPLFDR 67
NTDB id 1016 ACIAD RS01680 WP 004920476.1 . RTIREIRKNEEFEG. . . . 69
NTDB id 1059 ABD1 RS01610 WP 000279215.1 . YNV TIRACREM TMR NISR EISRIK NILEG . . . . 69
NTDB id 24842 PFLO1 RS24250 WP 011335980.1 66
NTDB id 1198 PSJM300 03950 AFN76868.1 66
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NTDB id 1029 TT RS02230 WP 011228203.1 D KIF RQLATM KQ 144
NTDB id 1169 A1552VC RS11075 WP 000648511.1 DITIETRQLATM 148
NTDB id 1402 DSB67 RS12670 WP 010643257.1 DITIFTRQ ATM 147
NTDB id 1112 NGFG RS09215 WP 003689811.1 DIT FTRQL TM KAG PL QAF 150
NTDB id 1113 AAA85695.1 219..1451( ) DIT FTRQL TM WAG PL QAF 150
NTDB id 1252 GC085 RS07730 WP 011213805.1 DIT F RQLATM @ G PLVQAF 147
NTDB id 1016 ACIAD RS01680 WP 004920476.1 DIEIFTRQLATM KAGVPLVQAF FINGALRKMP@YFDRL C 149
NTDB id 1059 ABD1 RS01610 WP 000279215.1 DITIFTRQLATM KAGVPLVQ F FESJALRKMP[EIEDRL C 149
NTDB id 24842 PFLO1 RS24250 WP 011335980.1 DIJ\ FTRQ ATM KAGVPL Q F I FEVAALRKISP[@]YFDIMLYCNLV 146
NTDB id 1198 PSJM300 03950 AFN76868.1 DI\ FTRQ ATM KAGVPL Q F I FIY] LRKISP[YFDILYCNLV 146
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NTDB id 1029 TT RS02230 WP 011228203.1 224
NTDB id 1169 A1552VC RS11075 WP 000648511.1 Iq8F GAELPYF T Q[a]V 228
NTDB id 1402 DSB67 RS12670 WP 010643257.1 INEEFGA LPAFTQ V 227
NTDB id 1112 NGFG RS09215 WP 003689811.1 I ANMEFNNLP LyNn T\ 230
NTDB id 1113 AAA85695.1 219..1451( ) I ISWUIGAELPAJRT QEyV 230
NTDB id 1252 GC085 RS07730 WP 011213805.1 ATYKEKIEI IQYFGA ' LP ATV 227
NTDB id 1016 ACIAD RS01680 WP 004920476.1 V IRIFGA LPAFTQ V 229
NTDB id 1059 ABD1 RS01610 WP 000279215.1 I INIFGA LPAFTQ V 229
NTDB id 24842 PFLO1 RS24250 WP 011335980.1 MUFGAELPAFTI® V 226
NTDB id 1198 PSJM300 03950 AFN76868.1 INJFGAELPAFT)® V 226
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