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NTDB id 1186 GTF74 RS01320 WP 000788426.1 LEELGVRWGVMSTNGSHSVGG.........SIESNLWQKGLLAD.........DEFPVD.....EFLNVNLASTSANASS 391
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LEELGVRWGVMSTNGSHSVGG.........SIESNLWQKGLLAD.........DEFPVD.....EFLNVNLASTSANASS 391
NTDB id 1408 DSB67 RS13980 WP 010643500.1 MDELGVRWGFTSINGSHTVGG.........SIENNLATIGLYDGGGE.GDDGGSSVGID.....DFLNVNLAATSPNATS 400
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SQDIGIRWGVSRPTHLSGTLE..G......AN....ELARGTA........PANVVPLERRLNLDLAAAPLTGATPASVG 507
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SQDIGIRWGVSRPTHLSGTLE..G......AN....ELARGTA........PANVVPLERRLNLDLAAVPLTGATPASVG 507
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SKEMGVKWGILSQGINQNSNLLVG......GSETTLWNLRNPDSN........GTYTIE...RPDNLNVDLGVTTTGASS 524
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TKELGVKWGILSQGITNNNNLLVG......GSETTLWNLREPKKD...ETTGGYKYTIE...RPDNLNVDLGVSNP.AGS 536
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TKELGVKWGILSQGITNNNNLLVG......GSETTLWNLREPKKD...ETTGGYKYTIE...RPDNLNVDLGVSNP.AGS 536
NTDB id 1115 OK783 RS00485 WP 003698035.1 SRDLGVKFGATGRKKLKNETSAFGWGVNSGFGGGDKWEAQTKI...........NLPVAA................AANS 536
NTDB id 1092 CAD91899.1 1..2286( ) SRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKI...........NLPITA................AANS 574
NTDB id 1100 NMB RS09455 WP 002225652.1 SRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKI...........NLPITA................AANS 582
NTDB id 248399 CN538 RS22845 WP 242495011.1 ................................................................................ 93
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DKSLGVRWGGAYHKG...........NWSGYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKD.ATSG 531
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 IAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSG...ASTVAFKKAVLSLKVTP 468
NTDB id 1175 A1552VC RS12105 WP 000788426.1 IAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSG...ASTVAFKKAVLSLKVTP 468
NTDB id 1408 DSB67 RS13980 WP 010643500.1 IAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSG...ATSVTFKKAVLSLKVTP 477
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IALAK..LNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSG...ATAVAFKKAVLSLKVTP 582
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IALAK..LNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSG...ATAVAFKKAVLSLKVTP 582
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IAFGLI.SLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTP 603
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IAFGLI.SMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTP 615
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IAFGLI.SMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTP 615
NTDB id 1115 OK783 RS00485 WP 003698035.1 ISLVR..AISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTP 614
NTDB id 1092 CAD91899.1 1..2286( ) ISLVR..AISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTP 652
NTDB id 1100 NMB RS09455 WP 002225652.1 ISLVR..AISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTP 660
NTDB id 248399 CN538 RS22845 WP 242495011.1 ................................................................................ 93
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IGIGF..ITDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSG...ATSTSFKEAALSLEVTP 606
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 QITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALF 548
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALF 548
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALF 557
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QITPDGKILMDLQINQDTPSPQTF..LG.VPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILF 659
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QITPDGKILMDLQINQDTPSPQTF..LG.VPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILF 659
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITPDGKILMELNIANDSINSYAQ..NG.EAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLF 680
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SITPDGKIQMKLDISKDSVAGAAP..NG.ELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLF 692
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SITPDGKIQMKLDISKDSVAGAAP..NG.ELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLF 692
NTDB id 1115 OK783 RS00485 WP 003698035.1 NITPDGQIIMTVKINKDSPAQCASGNNT.ILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLF 693
NTDB id 1092 CAD91899.1 1..2286( ) NITPDGQIIMTVKINKDSPAQCASGNQT.ILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLF 731
NTDB id 1100 NMB RS09455 WP 002225652.1 NITPDGQIIMTVKINKDSPAQCASGNQT.ILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLF 739
NTDB id 248399 CN538 RS22845 WP 242495011.1 ................................................................................ 93
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QITPDNRIIVEVKVTKDAPDYQNML.NG.VPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLF 684
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 RRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 RRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1115 OK783 RS00485 WP 003698035.1 KTRGKKTDRRELLIFITPRIIDTAGNSLRY......... 723
NTDB id 1092 CAD91899.1 1..2286( ) KTRGKKTDRRELLIFITPRIMGTAGNSLRY*........ 761
NTDB id 1100 NMB RS09455 WP 002225652.1 KTRGKKTDRRELLIFITPRIMGTAGNSLRY......... 769
NTDB id 248399 CN538 RS22845 WP 242495011.1 ....................................... 93
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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