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NTDB id 1401 DSB67 RS12665 WP 010643259.1 MQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 248396 CN538 RS19280 WP 340638195.1 ............................ 438
NTDB id 1110 NGFG RS09235 WP 003689817.1 MVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 MLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
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X non conserved

X similar

X ≥ 50% conserved


