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NTDB id 1242 Cj0011c YP 002343483.1 ................................MKKLLFLF......FALT.......................AFLFGAV 19
NTDB id 248395 CN538 RS19190 WP 106420458.1 ................................MKKLFGIALLSLFMAASL.......................PAVADPV 25
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFC....MLFSC.......................AFSLAAV 53
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFC....MLFSC.......................AFSLAAV 53
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFC....MLFSC.......................AFSLAAV 53
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFC....MLFSC.......................AFSLAAV 53
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ............................MKKLS.RYTFSLLFGLFSATTFAEEKVTTSTEHTPVVMQQVAATQKVNANVV 51
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 .........................MQIKTKIV.TLFLSLCLPTLPLLANAEETAPAA............QVEEGIVITV 42
NTDB id 1150 A1552VC RS08580 WP 001166105.1 .........................MQIKTKIV.TLFLSLCLPTLPLLANAEETAPAA............QVEEGIVITV 42
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ................................M.KWMLTLCLLILAPMSWAE.TKTKA............DKYEGIEITV 34
NTDB id 1294 VP RS04495 WP 021449594.1 ................................M.KWILTLCLVVFAPLSLAA..DTKA............DKYEGIEITV 33
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