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INNQRVMVLVGRLTRKDVPEDLRYTPSASNGTAGAVGAHTVFSTMLAVNRNQSTFKTNAQNSGDE I

READYFVINCTVLTIWRRKPQSTAETNFLTVALNFYACLTQRKKGTSLALVGVSTDGR I
LQTR

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 248038 CO692 RS08095 WP 005226365.1 MINNVVLVGRLTKDPDLRYTSNGTGVATFTLAVNRNFTNQSGEREADFINCVIWRKPAETLANYARKGTLLGVTGRIQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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SYDENEQEQGVQNRVFYVTEVLQVVAEDSTNFVRSQFLMLDEPSKRPTNAGRTEGSTGKEASQAGRQRGTTDSGDSGAGSNSYQNENTFGYNSGNGQSGSQYFGGGQNDNSGPNFGGNSQNNQNSGNFQRTQRSNPSSQQPTGSGNAMPAN

NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQG....DGASQNFNSNQS...........NGSQQSGFTSPQQTGNAPA 145
NTDB id 248038 CO692 RS08095 WP 005226365.1 SYDNQQGQRVYVTEVVADNFQLLESRNASEQRRTTDSGSGSNNTYNSNSS.........SGFGNNNSNQTQSSQPSGMPN 151
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSG......SGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQ....... 147
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAA......D......................................... 113
consensus !*!**!**!*!!!!**** * ********** ** * **** * ** ****** ** *
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SDPFGANDNNGKQSAPS IDI SDDDLPF

NTDB id 624 LCA RS00040 WP 011373726.1 ANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 248038 CO692 RS08095 WP 005226365.1 FDRDNSDPFG..NSSIDISDDDLPF 174
NTDB id 113 BSU 40900 NP 391970.1 GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ......................... 113
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