
logo MENKKKTSLFLSTQMAKPYI
LKGFYKQALLPFGVI

LAVAI FGATI IVSS IT ITVFIGPDYKRLKRE I
MTDNLTI

MTEKGLAVGEKI
MDLDGAKIGSENIAGFLFTLAFLLYFVAVGASL

NTDB id 247968 CO687 RS04990 WP 061594156.1 MENKKTSLFTQMKPYIKGFQLPFVIAVAGAIISSIITVFGPYKLREITNLITEGLVGEMDLGAISNIGFFLAFLYVVGSL 80
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus !!!!! !! *!! !!*!!* *! *!! !*!! !!! !! *!*!*! *! !! ! *!! ! !* !! !! ! !
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NTDB id 247968 CO687 RS04990 WP 061594156.1 INYAQGYAISDMIQHFSKRLRTAIAEKINRLPLSYFDSHSQGDTLSRVTNDVDTVGQSLTQSLGTLISSVLLLIAVLFMM 160
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus * ! * *! *!!*!! !!! !!!*!!!**!! !!!!!!!!!!!!!!!!!!! * !! !!! *** **!!!* *!!!
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S
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NTDB id 247968 CO687 RS04990 WP 061594156.1 FYTNVVLSFVTIGSVLLGFVFSAVLMAKSQRYFQEQQSNLAAINGYVEEMYSGHNVITSYNGAEKTRLAFNALNQNLYTS 240
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus !! ! ! !! !!! ! !*!!!!!* ! !! !!! * !!!!!*!!!!!!**!!!* ** ! !! *!* !

logo MWKSQFFI SG IMF
MPLMNQF IVGNFGYVMVCVIVGATMAINGDS I STMGTIVAFMTVYVR I FSTQP I

L
A
SQIAQGITQTLQSANSAAMGRVFE

NTDB id 247968 CO687 RS04990 WP 061594156.1 MWKSQFISGIMFPLMNFVGNFGYVMVVIVGATMAINGSISMGTIVAFMVYVRIFSQPLSQIAQGITTLQSASAAMGRVFE 320
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus !!!!!! !!!! !!!*!*!!!!!!!!*!!!!!!!!!! !*!!!!!!!! !!!!!*!!* !!!!!!! !!!! !!!!!!!!

logo FLADEAEDE I
MEDDENSHKLVKQQLETKSVEKGHNVNQFDKDNI

VFFGYNSPDKTI IHDFSAEHAKAGQKIA IVGPTGAGKTTIVNLLMKRFYDE I
V
D
ERGMQ

NTDB id 247968 CO687 RS04990 WP 061594156.1 FLAEADMEDDSHKLQQLTSVKGHVQFKDIFFGYNPDKTIIHDFSAEAKAGQKIAIVGPTGAGKTTIVNLLMKFYDIERGQ 400
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !! ! **!!* !!* !! ! !*!*! *!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!***!!

logo IMS IDGVDNIHKDNMQTRKSEVHDAFASMVLQDTWLFEGTI
VKENL IYNQKDHITDEQAQVI

V
A
EAAKAVGVHHF IKMTLPDKGYDTVLDDSTVSTL

NTDB id 247968 CO687 RS04990 WP 061594156.1 IMIDGVDIKNMQRSEVHDAFSMVLQDTWLFEGTIKENLIYNQKDITDQAVVEAAKAVGVHHFIMTLPDGYDTVLDDTVSL 480
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus ! !!!! !* ! ! !!!!!! !!!!!!!!!!!!*!!!!!!!!!*!!! !* !!!!!!!!!!! !!! !!!!!!!!*!*!

logo SVGQKQLLTIARALLKDAPLL I LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMRDGNI I EQGNS
NTDB id 247968 CO687 RS04990 WP 061594156.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGN 560
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo HDQLMAEEQGNGFYADLYNSQFTVEEEVAQE
NTDB id 247968 CO687 RS04990 WP 061594156.1 HDQLMEQGGFYADLYNSQFVEEEQE 585
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA. 584
consensus !!!!! !!!!!!!!!!! !! *
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