
logo MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVYSVQLEGQTAIVQYQPTTAAQEAYPTIQHAVWSEEGGQDDIV
NTDB id 427 DQL23 RS10480 WP 060554269.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSVQLEGQTAIVQYQPTTAQEAYPIQHAVWSEEGGQDDIV 80
NTDB id 247948 CO687 RS03335 WP 096754927.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSVQLEGQTAIVQYQPTAAQEAYTIQHAVWSEEGGQDDIV 80
NTDB id 426 SGO RS10250 WP 012131057.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVYVQLEGQTAIVQYQPTAAQEAYTIQHAVWSEEGGQDDIV 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!

logo WYSADNQSTTR IDLSQHKGQGKFHL I ETYLNVNSGI
VKYHLSSKSVFLNKPVQPSTAEKTVPEQQNDSTSSNNATPQAPAEQPKPTNP

NTDB id 427 DQL23 RS10480 WP 060554269.1 WYSANQSTTRIDLSQHKGQGKFHIETYLNVNGVKYHLSSKSVFLNKPVQSAEKTVPEQQNSTSSNNATPQAPAEQKPTNP 160
NTDB id 247948 CO687 RS03335 WP 096754927.1 WYSANQSTTRIDLSQHKGQGKFLIETYLNVNGIKYHLSSKSVFLNKPVQPAEKTVPEQQDSTSSNNATPQAPAEPKPTNP 160
NTDB id 426 SGO RS10250 WP 012131057.1 WYSADQSTTRIDLSQHKGQGKFLIETYLNVNSVKYHLSSKSVFLNKPVQSTEKTVPEQQDSTSSNNATPQAPAEPKPTNP 160
consensus !!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!**!!!!!!!!!!!!!!!!**!!!!!!!!*!!!!!!!!!!!!!!*!!!!!

logo APSTPAPAPATNRVENRPRNSYQPKVEDERNKSLPPQKVADQPKVATAPPQAEKPSNNNKPLQASAARVPAEPVRDSKPL I S ITNINKE
NTDB id 427 DQL23 RS10480 WP 060554269.1 APSPAPAPATNRVENRRNSYQKVEDRNKSLPPQKVAQPKATPPQAKPSNNKPLQASAARVPAEPVRDSKPLISITNINKE 240
NTDB id 247948 CO687 RS03335 WP 096754927.1 APTPAPAPATNRVENPRNSYPKVEERNKSLPPQKVADPKAAPPQAKPNNNKPLQASAARVPAEPVRDSKPLISITNINKE 240
NTDB id 426 SGO RS10250 WP 012131057.1 APTPAPAPATNRVENPRNSYPKVEERNKSLPPQKVAQPKVAPPQAEPNNNKPLQASAARVPAEPVRDSKPLISITNINKE 240
consensus !!*!!!!!!!!!!!!*!!!!*!!!*!!!!!!!!!!!*!!**!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NGTYTVRVQENSPYSKKR IKSVQVP IWSTANQSNLKWYEASQKTIGNGSFSVQFDIRNHQQLIYGDNYINHVYITYEDGSRAVGYVA
NTDB id 427 DQL23 RS10480 WP 060554269.1 NGTYTVRVQESPYSKRIKSVQVPIWSTANQSNLKWYEASQIGNGSFSVQFDIRNHQQLYGDYINHVYITYEDGSRAGYVA 320
NTDB id 247948 CO687 RS03335 WP 096754927.1 NGTYTVRVQESPYSKRIKSVQVPIWSTANQSNLKWYEASKTGNGSFSVQFDIRNHQQIYGNYINHVYITYEDGSRVGYVA 320
NTDB id 426 SGO RS10250 WP 012131057.1 NGTYTVRVQENPYSKKIKSVQVPIWSTANQSNLKWYEASKIGNGSFSVQFDIRNHQQIYGNYINHVYITYEDGSRVGYVA 320
consensus !!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!*!!!!

logo ENVNLPQPAPQPLTPSLQVVHKGQSNTYQVI LQNSFGDGHI LFP IWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG
NTDB id 427 DQL23 RS10480 WP 060554269.1 ENVNLPQPAPQPLTPSLQVVHKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG 400
NTDB id 247948 CO687 RS03335 WP 096754927.1 ENVNLPQPAPQPLTPSLQVVHKGQSNYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG 400
NTDB id 426 SGO RS10250 WP 012131057.1 ENVNLPQPAPQPLTPSLQVVHKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LYHVHVYRQSGGKVTGVMASNFQVTRPTVTAVRKPLNHTATDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF
NTDB id 427 DQL23 RS10480 WP 060554269.1 LYHVHVYRQSGGKVTGVMASNFQVTRPTVTVRKPLNHATDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF 480
NTDB id 247948 CO687 RS03335 WP 096754927.1 LYHVHVYRQSGGKVTGVMASNFQVTRPTVAVRKPLNHATDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF 480
NTDB id 426 SGO RS10250 WP 012131057.1 LYHVHVYRQSGGKVTGVMASNFQVTRPTVAVRKPLNHTTDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKR IQIQESNYAGQRYIANFRGWFDPTI SAQGTVSYIYPN
NTDB id 427 DQL23 RS10480 WP 060554269.1 RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
NTDB id 247948 CO687 RS03335 WP 096754927.1 RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKRIQIQESNYAGQRYIANFRGWFDPTISQGTVSYIYPN 549
NTDB id 426 SGO RS10250 WP 012131057.1 RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!
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