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NTDB id 247934 CO687 RS00455 WP 096754715.1 MREVFAKRRLDFRNQCVKYLRYVLNDHFVLFLMVFLGFTAVQYSQLLRNFPKNHLPIWLAIVFLSLGLVFMGRIATYLEK 80
NTDB id 474 HSISS4 RS07765 WP 418080400.1 MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
NTDB id 482 STER RS07725 WP 011681529.1 MAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
consensus !***!**!***! *!*!!*!!!*!!!!*!*!***!!!**!!!!!!!**!!!!***!*!****!*!*!*!*!*!!!!!!*
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NTDB id 247934 CO687 RS00455 WP 096754715.1 PDSLFLLAKEEEVRIYVGKQRRNSFILWGILQTLVLLLLAPLFLALGVPIWGFTLYCLFLFALKALVFQWKSRKFYLQEG 160
NTDB id 474 HSISS4 RS07765 WP 418080400.1 ADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQKKAQPFYKQSG 160
NTDB id 482 STER RS07725 WP 011681529.1 ADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVLIAVAMAILKYFIFQKKAQPFYKQSG 160
consensus *!***!!*!!!!!*****!*****!**!***!!!***!**!!!!!!!*!*!!**!*******!! **!!*!***!!*!*!

logo LDNWKTDKSLAIAAGYEENRKRQQRS I LQKFFASLFTNVKGI STSSVKRRGAYLDFGLITLNKRLTSKKNDQKKEHKYVTWDYNLFYLRSAYFLRNSGDFYVFALSLRLLF IALST
NTDB id 247934 CO687 RS00455 WP 096754715.1 LDWKSLIAYEERRQQRILQFFALFTNVKGISSSVKRRAYLDFLTNRLSKNQEKVWDNLFLRSYLRNGDFFALSLRLLILS 240
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LNWTKAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFALT 240
NTDB id 482 STER RS07725 WP 011681529.1 LNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFALT 240
consensus !*!* *!!*!**!!!*!!*!!*!!!!!!!!*!!!!!!*!!!****!**!*** *!*!!*!!**!!*!!**!!!!!!**!*
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NTDB id 247934 CO687 RS00455 WP 096754715.1 LLIIIFLPQSMIATVFVGLFQYLLLFQLLALYDAYDYQYLIKLFPLEESAKVKGAKRVITSIGAVVLLVELLAALLFFKE 320
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLITQIVLVLTLVQ...AICLFDL 317
NTDB id 482 STER RS07725 WP 011681529.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLINQIVLVMTLIQ...ALCLFDL 317
consensus !!*!***!****!*!*!**!*!!!!!!!*!!*****!!****!*!******!***!!*!**!**!**!** !***!**
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NTDB id 247934 CO687 RS00455 WP 096754715.1 KIMVLFILLVYLILYAVYLPYKLKGLVDERA 351
NTDB id 474 HSISS4 RS07765 WP 418080400.1 KFS.LILVGIMLVLSLVYLPAKLKKMID... 344
NTDB id 482 STER RS07725 WP 011681529.1 KFS.LILIGVMLVLSLVYLPAKLKKMID... 344
consensus !** !******!*!**!!!!*!!!***!
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