
logo MKKSRKI
WLAVLAGVTAMLLASGAVGAVLAACSNSTKNSNSNTASGSSNTKLASTDTYKGYVYNSVSDPESTLDYVIVTNSNVTDGSPTSKFTSAVTVTNAGVDGLLMAENADKYG

NTDB id 247838 CO686 RS00510 WP 096753365.1 MKKSRILAVAGVTMLAAGVLAACSNTNSNAGSSNTKLASDYKYVYSVDPETLDYVVNNVDSTSFVTTNAVDGLLANDKYG 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSG.......TTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYG 73
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSG.......TTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYG 73
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSG.......TTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYG 73
consensus !!!!**!!*!!!**!**!*!!!!!*** **! **!*!!!**!!!*!!!***!***!****!!*!!!!***!!!!
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NTDB id 247838 CO686 RS00510 WP 096753365.1 NLVPSIAESWTVSQDGLTYTYKIRKDAKWVTAEGEEYAPVKAQDFVTGLKHAVEGKSKGLSVISSSIKGLSAYINGESND 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NLVPSVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKD 153
NTDB id 292 STER RS06940 WP 011681419.1 NLVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKD 153
NTDB id 324 STU RS16140 WP 011226306.1 NLVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKD 153
consensus !!!!!*!!*!*!! !!!!!!!!!!!**!!*!**!!!!!*!*!*!!!!!!!!!** !*********!!*!!!*!**!***!

logo FSTNVGVKAVIDEDNYTLEQYTLNKKQPETPFYWNDSKTTNYGSVLMLMSFP I
VNEDFLKSNKGEKGDFGAKPSTDPSTS I LYNGPFVLLKS ILTAKSS I EMLATVKN

NTDB id 247838 CO686 RS00510 WP 096753365.1 FSTVGVKAVDDNTLEYTLNQPETFWNDKTTNGVMMPINEDFLKSKGEGFGAPTDPSSILYNGPFVLKSITAKSSIEMAKN 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 FSNVGVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKN 233
NTDB id 292 STER RS06940 WP 011681419.1 FSNVGVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKN 233
NTDB id 324 STU RS16140 WP 011226306.1 FSNVGVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKN 233
consensus !!*!!!!!*!**!!*!!!**!!**!!*!!!* ***!*!!!!!!*!!**!!**!!!*!!!!!!!!*!!!*!!!!!!!**!!
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NTDB id 247838 CO686 RS00510 WP 096753365.1 DAYWDKDAVKIQNIKFTYWDGKDQDVVAKGFSEGQYSKARIYPTSSTYEKYASEFKDNIFFNEPGSAIATVSVNYGRTTY 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ENYWDKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSY 313
NTDB id 292 STER RS06940 WP 011681419.1 EHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSY 313
NTDB id 324 STU RS16140 WP 011226306.1 EHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSY 313
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NTDB id 247838 CO686 RS00510 WP 096753365.1 NHTSKTTDSQKESTRKALLNKEFRQALNFAVDRNSYSAQTNGTDGAAVAIRNTFSPYDL.QVGDKQFGKLVEESLAKTNS 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KFSAKKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSS.YG 392
NTDB id 292 STER RS06940 WP 011681419.1 KYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSS.YG 392
NTDB id 324 STU RS16140 WP 011226306.1 KYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSS.YG 392
consensus ****!*!!**!*!!*!!!!!!*!!!**!!!*!!**!**!*!!*!!! ***!!*!*!*!****!!!*!!*!!*!**** **
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NTDB id 247838 CO686 RS00510 WP 096753365.1 STWSNVSLADSQNGLYNEEKAKAAFAKAKESLKAEGVEFPIHLDALTIQESTAVVNRVQSLKQSIENVLGADNVVIDLQQ 479
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DEWSGVNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQ 472
NTDB id 292 STER RS06940 WP 011681419.1 DEWSGVNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQ 472
NTDB id 324 STU RS16140 WP 011226306.1 DEWSGVNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQ 472
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NTDB id 247838 CO686 RS00510 WP 096753365.1 MTQAEALPLSFSAPTAKEQDWDIHTLTGWNPDYQDPSTFLDQFTIKG.GNTRLIMGIDKDTDASVIQKLGLSDYEKLLDE 558
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNN.AAAAQVGLKDYDALLDS 551
NTDB id 292 STER RS06940 WP 011681419.1 LSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNN.AAAAQVGLKDYDALLNS 551
NTDB id 324 STU RS16140 WP 011226306.1 LSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNN.AAAAQVGLKDYDALLNS 551
consensus ************!**!***!!!!*****!*!!!!!!!!*!!*!******!!***!!*!**** ******!!*!!**!! *

logo ANAKSENTQTSDVLQNAKVRYEDKRYALQAQAWLTEDNSGSLTVIPVLMTAVGPNKGEATAVASPAFVVI SKRVL ITPFTSGSAYSMSLVQAVGLDKGNESTSNSGDYFLIKYTVEKVPGQEKPVLVTKEKE
NTDB id 247838 CO686 RS00510 WP 096753365.1 ANKENQDVQKRYEKYALAQAWLTDNGLTIPVMAGPKETAVSFVSKVIPFTSSYSVAGLKGETSGYLKYTEVGEKPLTKEE 638
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGA..APVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKE 628
NTDB id 292 STER RS06940 WP 011681419.1 AASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGA..APVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKE 629
NTDB id 324 STU RS16140 WP 011226306.1 AASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGA..APAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKE 629
consensus !**!**!***!!**!!*!!!!!*!**!*!!***!*** ****!***!!!******!*!*** *!*!!****!!**!!*!

logo YQEKQASREKWLKEKAKAESNEKAQKEDLAESKHVK
NTDB id 247838 CO686 RS00510 WP 096753365.1 YQKAREKWLKEKAESNEKAQKELASHVK 666
NTDB id 475 HSISS4 RS07005 WP 021143809.1 YEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 292 STER RS06940 WP 011681419.1 YEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 324 STU RS16140 WP 011226306.1 YEQSREKWLKEKKESNEKAQKDLEKHVK 657
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