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NTDB id 247788 CO680 RS06800 WP 002828715.1 .MK....LSSESKIVVIGVVAGLIGGGVAAGGVTYFSQDDQSSVTTSKTTAVKVKNNNVKGTSSATKAFKKVSGAVVSVI 75
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNGK....TTVSNVIYDTKSNTTKAVKNVKNTVVSVI 76
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQK..TATTVTTSYKNSNSTTEAVDKVKDAVVSVI 77
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNN..NSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNN..NSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNN..NSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNN..NSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTES.TSNN..NSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
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NTDB id 247788 CO680 RS06800 WP 002828715.1 NLQKQQSLQSGIYGSTTDSSSSSDSSDLQTASEGSGVIYKKDNDTAYIVTNNHVVADSNAIQVLLSDGTKLTAKLVGTDE 155
NTDB id 381 SMU RS09890 WP 002262650.1 NYQKTDNSY..YNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDT 154
NTDB id 425 SGO RS10525 WP 012131081.1 TYSESNSDA..IF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDT 150
NTDB id 256 KZH43 RS10270 WP 000681597.1 TYSANRQNS..VF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 215 SPD RS10945 WP 000681597.1 TYSANRQNS..VF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 181 SPR RS10425 WP 000681597.1 TYSANRQNS..VF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 145 SP RS11450 WP 000681597.1 TYSANRQNS..VF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 539 SM12261 RS09395 WP 000681587.1 TYSANRQNS..VF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
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NTDB id 247788 CO680 RS06800 WP 002828715.1 QTDLAVLKVSSSKINEVADFADSSKTEAGQSVLAIGSPLGSDYATSVTEGIISATKRQVDATDESGNSLGKATVLQTDAA 235
NTDB id 381 SMU RS09890 WP 002262650.1 YSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIST.NAIQTDAA 233
NTDB id 425 SGO RS10525 WP 012131081.1 YSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIAT.QAIQTDAA 229
NTDB id 256 KZH43 RS10270 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIST.KAIQTDTA 228
NTDB id 215 SPD RS10945 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIST.KAIQTDTA 228
NTDB id 181 SPR RS10425 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIST.KAIQTDTA 228
NTDB id 145 SP RS11450 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIST.KAIQTDTA 228
NTDB id 539 SM12261 RS09395 WP 000681587.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIST.KAIQTDTA 228
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NTDB id 247788 CO680 RS06800 WP 002828715.1 INPGNSGGPLVNLAGQVVGINSMKLASSE...DGTSVEGMGFAIPSNTVVSIINELEKNGKIERPALGVSMVDLSNVSTS 312
NTDB id 381 SMU RS09890 WP 002262650.1 INPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTS 313
NTDB id 425 SGO RS10525 WP 012131081.1 INPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSS 307
NTDB id 256 KZH43 RS10270 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 215 SPD RS10945 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 181 SPR RS10425 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 145 SP RS11450 WP 000681597.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 539 SM12261 RS09395 WP 000681587.1 INPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTS 304
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NTDB id 247788 CO680 RS06800 WP 002828715.1 DQSNVLHLPSSVSGGVVVVDTEDNSPAANAGLTQYDVITKIDGKRVSNSGDLRDALYKHKIGDSVQLTYYHKGKEKTVTV 392
NTDB id 381 SMU RS09890 WP 002262650.1 GR.DTLKIPSDVTSGIVVLSTQSGMPA.DGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEI 391
NTDB id 425 SGO RS10525 WP 012131081.1 SS.DRLKLPDNVKNGVVVRSTQTGMPA.DGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTI 385
NTDB id 256 KZH43 RS10270 WP 000681597.1 DI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSI 382
NTDB id 215 SPD RS10945 WP 000681597.1 DI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSI 382
NTDB id 181 SPR RS10425 WP 000681597.1 DI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSI 382
NTDB id 145 SP RS11450 WP 000681597.1 DI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSI 382
NTDB id 539 SM12261 RS09395 WP 000681587.1 DI.RRLNIPSNVTSGVVVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSI 382
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NTDB id 247788 CO680 RS06800 WP 002828715.1 KLNKSTSSLSSAQ 405
NTDB id 381 SMU RS09890 WP 002262650.1 QLTKTSQDLNH.. 402
NTDB id 425 SGO RS10525 WP 012131081.1 KLTKSTDDLSSE. 397
NTDB id 256 KZH43 RS10270 WP 000681597.1 KLNKSSGDLES.. 393
NTDB id 215 SPD RS10945 WP 000681597.1 KLNKSSGDLES.. 393
NTDB id 181 SPR RS10425 WP 000681597.1 KLNKSSGDLES.. 393
NTDB id 145 SP RS11450 WP 000681597.1 KLNKSSGDLES.. 393
NTDB id 539 SM12261 RS09395 WP 000681587.1 KLDKSSGDLES.. 393
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