logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
24769 AASI RS06790 WP 012473378.1
1334 RAOC RS04870 WP 004918236.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1074 ABD1 RS10195 WP 000344167.1
1022 ACIAD RS06390 WP 004925639.1
1205 PSJM300 05545 AFN77183.1

consensus

AKK. . KKLEEISKKFDgggéKAL@éAL ﬁK E KN.. BL
MATKK. .. .. KTNFDDITKKYGA MRLG [N
.MAKK..... PKKLEEISKKFGA IMRLG |3
.MAKK..... PKKLEEISKKFGA IMRLG J3
.MAKK..... PKKLEEISKKFGA IMRLG J3
.MAKK..... PKKLEEISKKFGA IMRLG )3#
.MAKK..... PKKLDEISKKFGA IMRLG J3

MAKK..... IMRLG |3

MAKK..... MRLG |3

MAKR..... MRLG I3k
..................... IM LG )8
................... K
....... MSKDATKEISAPTDAK

KQALEAALAQIEKQFGKG IM LGN
SKALIWA LMW I EXEFGKGR IM DGSQQEEN
A

SIKALEWAALYAN T EKRIF GK GEY
.................... RIKALEWAALINN I EKRIF GKG
IM G
IMRLG
IMRLG
MRLG
MRLG

ok b skokokokok

.ANQK
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.TDTR
.VDTQ

.SKLD

_EQLD

DGSQQEEN
IM DGSQQEEN

Eg A@%évg

AI SR

SV
Qv
Qv
Qv

<_
>

NNNNNNNNNNNNEESN N VK NN NN NN NN N

T
S

* 1 1%

DAL

RN

A

Y
L

(]




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
2476
1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
9 AASTI RS06790 WP 012473378.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1
PSJM300 05545 AFN77183.1

~ |

V

7]

HHHHHHHH

el —H H HHH

*

d)

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
E YGPESSGKTT
EIYGPESSGKTT
EIYGPES[EGKTT
E YGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT
NN TN

*x | | * I %

ANQKEGGINAF IDAEHALDPRY AINALGVN
AWNQKIEGGINAF IDAEHALDPAY AFNLGVN
AWNNQKIGGINAF IDAEHALDPY AFNALGVN
AWNNQKIEGGINAF TDAEHALDPAY ANLGVN
AWNQKIGGINAF IDAEHALDPAY AFNLGVN
AWNNQKIAGGINAF IDAEHALDPRY ATNALGVN
AWNQKIEGGINAF IDAEHALDPAY AFNLGVN
AWNNQKMGGINAF IDAEHALDPY AFNALGVN
ARMIQENGGEINAF IDAEHALDPYY AINALGVN
APAYQKNGGENA IDAERA DPESY ApNLGVN
ARANQKINGGIMEAF IDAEHALDPYY ARYAL GV N
ARINQKMGGIIAF IDAEH AIGDRRY Y AIYYLG

ARINQKNIGGINNAF IDAEHAJgDINIY AIBYLG N

AINGOKINGGUM¢AF IDAEHALDYRYY AL G VNEYD Ll

AINEOKINGGLAAF IDAEHALDY Y AIGHL GV gN
AINUQOKINGGUIMAF IDAEHALD:IY AISSTL.GV N
ANEAQO KGNS AF TDAEHALDPYY AL GV Ny
VGAE DAEHAJDPNY AISL G V]S
\VMSAF DAEHAJIDPNUY AL G V]
VGAE DAEHAJDPNUY AL G V]S
INSAFIDAEHALD\MNY APDISL G V]S

IR

L0 AT o IR o e LS B

DELL
DELL
DELL
DELL
DELL
DELL
DELL
DELL
DELL

ELL
IDDILIL,
DELL

TEN@Y

EL

DELL

* % |

PR

SQPDYGEQALEIM
QPDRGEQALEIJ
SQPDRIGEQALEI/N
SQPDRGEQALEIN
L SQPD GEQALEI
SQPD GEQALEIIR
SQPDIGEQALEI
GEQALEI
GEQALEIY
GEQALEI[®
GEQALEIMN
GEQALEI
GEQALEI
SQPDYGEQALEIMN
SQPDEIGEQALEI/N
SQPD GEQALEIyN
ENEIEE

o Al

154
1563
153
1563
153
153
1563
153
1563
138
140
152
141
148
139
141
141
156
140
140
140
148
139
139
139
139
139



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
2476
1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
9 AASTI RS06790 WP 012473378.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1
PSJM300 05545 AFN77183.1

DML e

VV DSVAALVPKAEI
AETI
AET
AETI
AET
VVVDSVAALVP AEI
VVVDSVAALVP AEI
AET

VVDSVAALVP AEI
VVVDSVAALR{P AEI
V DSVAALVPK E
VVVDSVAALWPKAET
VVDSVAALWPKAET
VVVDSVAALIWPKAET
VVVDSVAALWPKAET

VDSVAALINPKAET
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI

V DSVAALVPKAEI
VVDSVAALWPKAET
VVDSVAALWPKAETI
VVDSVAALWPKAET
VVDSVAALINPKAEI
VDSVAALVPKAETI

B I I B B B B B S I |

50, v L AL e

G MGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSIBJGLQAR
G MGDS GLQAR
GDMGDS  GLEIAR

GDMGDWNHVGLQAR
GDMGD[HVGLQAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
MGD [FGLQAR
MGDSH GLQAR
MGDSH GLQAR
MGDSH GLQAR
MGDSH GLQAR
MGD HVGLQAR

GDMGDEHVGLQAR

WA E T

kP bkl P bk Dk bl osksk % kk ko

233
232
232
232
232
232
232
232
232
217
219
231
220
227
219
221
221
235
219
219
219
227
218
218
218
218
218



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
2476
1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
9 AASTI RS06790 WP 012473378.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1
PSJM300 05545 AFN77183.1

HHHAAHAAQHHS
NN ==

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF

AKVVKNKVAPPF

K VVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK ARIPF
KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

DTN

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IfYGEGIS
IMYGEGIS
IMYG GIS

I!YGEGIS
IMYGEG S
M GEG S
IM GEGIS
IM GEGIS
IMYGEGIS

UUOUUNNNNNWNNZ

ooog
< < <

[CA-AASEvIvASEsI>NL]

309
308
308
308
308
308
308
308
308
289
291
304
293
304
291
293
293
307
291
291
291
299
290
290
290
290
290



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
24769 AASI RS06790 WP 012473378.1
1334 RAOC RS04870 WP 004918236.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1074 ABD1 RS10195 WP 000344167.1
1022 ACIAD RS06390 WP 004925639.1
1205 PSJM300 05545 AFN77183.1

consensus

SYEDEELQ QENAKEI%ENKE | KDElQa}g\l/BEKEe

IDGEEVSEQDTENKKDE. . .
IDGEEVSEQDTENKKDE. . .
IDGEEVSEQDTENKKDE. . .
IDGEEVSEQDTENKKDE. . .
IDGEEIAES. .. .KKDE. ..
IDGEEAAES. .. .KKDE. ..
LEESEEESAMAVASE. .. ..
IEEDNTEEKQSSKEK. .. ..

.PKKEEA.
.PKKEEA.
.PKKEEA.
.PKKEEA.
.AAQVDS.

.VAQVDS. .

DNNGVVQQQAEETQEEL.EFE.E.. ...

Bty Bt SABPELcE | ReBeanBEEY. | DLaDEL
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. .

.VNEEVPLDLGDEL
.VNEEVPLDLGDEL
.VNEEVPLDLGDEL
.VNEEVPLDLGDEL
.VNEEVTLDLGDEL
VNEEVTLDLGDEL
.. TDDLALDLDNGI
.ADKNLVLELDDTI

SYPIMIKIGQG [NARY LIMENPEIN B [ RIS ERI3I P VLKATASDSND
SYNMAINKIGQG N Vi LISENPEIF EI NS RISEYG |A70:0 TEGTQDETD. .
SYNINKIGQG N W LISENPEIF EI JNA RINBYG 1200050 S TEGTQDETD. .
SYNMAINKIGQG N\ Vi LIGENPEIN EI 84 RISEYG |2A70:0 TEGTQDETD. .
..... AV.TLAEEVEE. .
SN G D @ReXe I8 AN C K A K I\ pohiA K THBIK KBJEMLLNPENM. . . . . QLIAETSSAAD. .
54N G DRl [l AW C KA KA BBl A K TEBK KBJEMLLNPENM. . . . . QLIAETSSAAD. .

SYMGIYKIGQG
SYNQUKIGQG
YICeNIKIGQG

* %

..... GAVQ.I.EDEE..
..... QTAA.HDETEE. .
..... TKATPVAEDLA. .

387
382
382
382
382
378
378
374
379
348
355
363
354
343
343
347
347
372
348
348
348
352
354
354
349
349
347



logo

EIELEE
NTDB id 600 KW2 RS01765 WP 011675413.1 ...... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 EIEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 EIEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 EIEIEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 EIEIEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIEIEE 384

NTDB id 453 Spy49 1753c ACI62003.1 EIED.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 ELED.. 383
NTDB id 115 BSU 16940 NP 389576.2 ...... 348
NTDB id 625 LCA RS02525 WP 011374196.1 ...... 355
NTDB id 1313 DR RS12030 WP 0108889%66.1 ...... 363
NTDB id 24769 AASI RS06790 WP 012473378.1  ...... 354
NTDB id 1334 RAOC RS04870 WP 004918236.1  ...... 343
NTDB id 1245 Cj1673c YP 002345041.1 ...... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ...... 347
NTDB id 1211 C694 RS00795 WP 000963128.1  ...... 347
NTDB id 1389 A4U84 RS07560 WP 021112712.1  ...... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1  ...... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1  ...... 348
NTDB id 1123 OK783 RS03845 WP 003688695.1  ...... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ...... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ...... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ...... 354
NTDB id 1074 ABD1 RS10195 WP 000344167.1  ...... 349
NTDB id 1022 ACIAD RS06390 WP 004925639.1  ...... 349
NTDB id 1205 PSJM300 05545 AFN77183.1 ...... 347
consensus

X non conserved
B similar
> 507 conserved



