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NTDB id 247579 CNY62 RS09960 WP 069126671.1 MTDTMNTSEGENIPPYVKGNVVTTIFHNATNLFSVLRMEVKESNVEWDDREIVITGYLPELSQEDRYHLEGKVSEHPKYG 80
NTDB id 355 BSU 27480 NP 390625.1 MQ.QHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus ! * ** *!!*!! ! ! !*!! !!!**!!** ! !* *!* * *!!! ! ! !* !* !!* !!!*!
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NTDB id 247579 CNY62 RS09960 WP 069126671.1 RQFQVTTFRKEMPATKAGVSTYLSGEMFKGVGKKTAERIVDILGNDAISRILQDPTVLDQVPKLTTKLKESLAKTLQENE 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus !!! *!*!!*! !! !* !!! **! !*!!!!!! !! !! !! *!! !**!! !!*!* ! **!! !! *
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NTDB id 247579 CNY62 RS09960 WP 069126671.1 GIELVMIKLNEMGFGPQLAMRIFQTYQQKTMEVINENPYQLIHDVTGIGFNRADELGQKIGMGGNHPSRLSAALMFTVDS 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !*! *!! !! !!!!!! !*!*! ! !*! !*!!!!!!**!! !!!! *!!!!! **!* !!!! !* !!***!***
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NTDB id 247579 CNY62 RS09960 WP 069126671.1 ESMQNGHVYMEYDETVLATKRLLLSSN.GSSVIAENEISDALQELLQNNELVQEETRIYLPSLYHAEKGVAHHLMRLEKA 319
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus ** !! !*! * ** ! !! ! * ! ! * !* ! ! **! !* !*! !!!**!! !!*** **
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NTDB id 247579 CNY62 RS09960 WP 069126671.1 QAKRTTFPKSEFLKALGELEERINVTYAPSQSDAIETALNSSTMILTGGPGTGKTTVIKGIVELFAELNGVSLDPSEYKD 399
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
consensus !! !!!! !!!!!!!!* ! !!!!! *!! !! !* **!!!!!!!!!!!!!*!!!!!**!!*!!!!!!! !!
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NTDB id 247579 CNY62 RS09960 WP 069126671.1 GKTFPVVLAAPTGRAAKRMSESTNLPAMTIHRLLGMTGQENKSEDVDRDIEGQLLIIDETSMVDIWLANQLLRAVPTNMQ 479
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus !!*!!!!!!!!!!!!!!!!! !!!*!!!!!!! ! ! ** ! *!!! !!!!!! !!*!!!!!!*! *!*! **!
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NTDB id 247579 CNY62 RS09960 WP 069126671.1 VIFVGDKDQLPSVGPGQFLKDILKSEVIPTISLTEIYRQAEGSSIIELAHHVKDGVLPADFTKNQSDRSFFRCNTQQLSE 559
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus *! !!! !!!!!!!!!! !*!*! ! !!!!* !!*!!!!!!!!!!*!!!!**! !*!! ! * !!!! !! !* !
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NTDB id 247579 CNY62 RS09960 WP 069126671.1 VVGQVVKNAVKKGFTSKDIQVLIPMYRGPAGINKMNEELQEILNPNPEGKRKEITYGDVIYRVGDKVLQLVNQPESNVFN 639
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPP.KEKRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
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NTDB id 247579 CNY62 RS09960 WP 069126671.1 GDMGTIVSIIYAKETVEKQDTLVIEFDQTEVTYLRGDLNQITHAYCCSVHKAQGSEFPIVILPLLKSYYRMLRRDILYTA 719
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
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NTDB id 247579 CNY62 RS09960 WP 069126671.1 MTRSRQFLIMCGEEDAFAQATVRQSDVARQTSLFERLTRTTAELEPVNEAGEYILTPENIHSIDPMIGMVESP....... 792
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKEL.P..FSVHDANIGMEGITPFDFMKE 795
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