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NTDB id 247540 COP00 RS22775 WP 048355073.1 MVYRLVVIFLMLLAMCGCGQASLNGKIEKVGLLVPDTISDQVWGTKGYKGLLRIQSVYGVDVYYKEGIDNEAAIKMAVDD 80
NTDB id 94 BSU 11300 NP 389012.2 MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINAIED 80
consensus !* !!!*!! *!! **!!!! * !!!!!!!*! !!!! ! !!!!!!!!!!! !!! ! !!!!!!!!* ! ! !**!
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NTDB id 247540 COP00 RS22775 WP 048355073.1 FQKKGVNLIFGHGSEYEKVFNRISEDYPGIHFVLVNSKAKHKNVTSIAFDGRAMGFFGGMTAAHQSKSGKLGILATHSWQ 160
NTDB id 94 BSU 11300 NP 389012.2 FHKRGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISNAKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFTWQ 160
consensus !*!*!!!!**!!!!!! !!! * !!!! **!!* ! !!!* !!!!**! ! !!!!!!!!!!!! !!* *!**!***!!

logo PEVDKGF I EKGAKYEVNPDI ELVMNTDKYI
T
D
G
H
QWDDDSETKTAVKQKLYEQKMKKNAEGADVVYPAGDGYNVPVI EQQIKKDGLYAIGYVSTDQSDEL

NTDB id 247540 COP00 RS22775 WP 048355073.1 PEVKGFIEGAKYVNPDILVMTDYIGQWDDSEKAVQKYEKMKKAGADVVYPAGDGYNVPVIEQIKKDGLYAIGYVSDQSEL 240
NTDB id 94 BSU 11300 NP 389012.2 PEVDGFIKGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDL 240
consensus !!! !!! !!!! !!!! ! ! ! *!!! !! ! !!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!*!!!*!
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VQHNVDEKAYE I
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VEMGETFSPLVVDQADFQKQKRIAKGKL I EKQTYKNKTGEKLPEKENENVR
NTDB id 247540 COP00 RS22775 WP 048355073.1 GENVVLTSTIQHVDEAYELIADEFNKGTLKGGRRVFDIQDGVIEMGEFSPVVDQAFQKKIKGLIEQYKKTGKLPEENVR 319
NTDB id 94 BSU 11300 NP 389012.2 GENTVLTSTVQNVDKAYEIIAEQFNKGTLEGGDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE.. 317
consensus !!! !!!!!*!*!! !!!*!!* !!!!!! !! * *!** !!*!!! !!!*!!! !! *! !! ! !!! !! **
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