
logo MGATEVFLSVGRSGSGKTKTFL I ILDNDS IQRDEEKLRHRADPFLGKP I I FLVPDQMTFLMEYELASKTPDLMGGMTIRAQVFYSFSRLAWR I
VLQHTG

NTDB id 247538 COP00 RS22465 WP 048406707.1 MGTVFLSGRSGSGKTTFILDDIREKLRHDPLGKPIIFLVPDQMTFLMEYELSKTPDLGGTIRAQVYSFSRLAWRILQHTG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus !! !! !!!!!!!! !* ! * !!* ! !!!!!!!!!!!!!!!!!!!! !!!!*!! !!!!!*!!!!!!!!*!!!!!

logo GMNSRPFLTGSTGI
VQMLLRKL I EEHKQSEFKVYQKNASDKSGFTAEQVERMLTEFKRHYCLEPPEDGIRER I
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NTDB id 247538 COP00 RS22465 WP 048406707.1 GMNRPFLTGTGIQMLLRKLIEEHKSEFKVYQNASDKSGFTEQVERMLTEFKRHCLPPEGIREIMQGSGASEYEEERILSD 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
consensus !! !!!!! !!*!!!!!!!!!!!! !!!!!! !!!!!!!! !!!!!!!!!!!*!!*!! !! * !!!! !!*!!*

logo KLHDLSYI LYQSKQMEEKASLAEDHQYLVHQSEDYLTLLAEHQIPHLAEDE IKRDGAHS IYVDGFHYQFTPQEFMRVLEQLMAVHAEREHITFSLTAVDEKP
NTDB id 247538 COP00 RS22465 WP 048406707.1 KLHDLYILYSKMEEALEHQYVQSEDYLTLLAEQIPHAEEIRDASIYVDGFHQFTPQEMRVLEQLMAHAREITFSLTVDEP 240
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
consensus !!!!! !!! !! ! *!!**!!!!!!!!!!*!!*!!*!* !*!!!!!!*!!!!!! !!!!!!! !! *!!!!!! ! !
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KPYAEGKTQSEASFLCTLVMQAANR
NTDB id 247538 COP00 RS22465 WP 048406707.1 FAHHAPHDLHLFRMTGKAYFDLCQKARELGLDLSEIRMEGGERHSHAPELEHLERQFDERPAKPYAGTSESFCLMQAANR 320
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
consensus ** !!*!*!!!!!!! !* ! !!!*!! !!** * ! !!!** !!! !!! !** !!! !!! ! **!!!!!!

logo RATE I
LEGIARE IHASLVHRCEGKGRFYRLYKDI
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NTDB id 247538 COP00 RS22465 WP 048406707.1 RTEIEGIAREIHSLVHCGRFRLKDIAVIARNLEDYKDTIKEVFTDYELAFFIDGKESMQNHPLIELIRSTLDIIKSNWRY 400
NTDB id 120 BSU 10620 NP 388943.2 RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY 400
consensus ! !*!!!!!!!! !!** *! !!*!**!!**!!!!! *!!!! !!!***!!!!! !! !!!!!! !!!*!!**! !!!!

logo EAVFRC I
VKTELLFPLMDNEPKRAEKRVRDEQI

VDQLENYC IAYGIKGDERWTKSGKDPRFQTYRRFYAVSLDDDFAKQTDQRE I EMTENMLNDLTKRDGW
NTDB id 247538 COP00 RS22465 WP 048406707.1 EAVFRCIKTELLFPMDEPRERVRDQIDQLENYCIAYGIKGERWTSKDPFTYRRYASLDDDFAKTDREIETENMLNDLKGW 480
NTDB id 120 BSU 10620 NP 388943.2 EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW 480
consensus !!!!!!*!!!!!!!* !!* *!!*!*!!!!!!!!!!!!!!*!!! !*! !!!* !!!!!!! !! !!! !!!!!! * !

logo IVPPLVFHQRLQKRLMKKAGKSTVQREKMAEALVYLRYLEEATDVPLMKLDEQERQRLRAEDEDSGR IAI EASQRQHDQQAVWDAVIQLLDEEFVEMMGDDEER I
NTDB id 247538 COP00 RS22465 WP 048406707.1 IVPPVHRLQKRLKKAGSVREMAEAVYLYLEEADVPMKLEQERRLAEESGRIAESRQHDQVWDAVIQLLDEFVEMMGDERI 560
NTDB id 120 BSU 10620 NP 388943.2 IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEI 560
consensus !!!!** !!!!*!!! *! ! !!!*! !!!! !!!*!!*!!! !!* !!! ! !! ! !!!!!!!!*!!!!!!!!* !



logo SFLDSLFQQMI
VEATGALESLTFSL IPPALDQVF IVGNMDLSRMYGTKSCTFLVI

LGAVNDGI
VLPARPADDEDNGVLSTDDDREWLKRRTI

NGVEQLAS
NTDB id 247538 COP00 RS22465 WP 048406707.1 SFSLFQQMVETGLESLTFSLIPPALDQVFIGNMDLSRMYGTKCTFLIGVNDGILPARPADDGVLTDDDREWLRRNGVQLA 640
NTDB id 120 BSU 10620 NP 388943.2 SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS 640
consensus ! !!!!!*! ! !!!!!!!!!!!!!!!!*!!!!!!!!!!! !!!**! !!!*!!!!! * !!!*!!!!!!!* !! !
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NTDB id 247538 COP00 RS22465 WP 048406707.1 ATGREQLLDEHFLIYMALSSPSDKLYVSYPIADAEGKTLLPSTVVKRLNELFPDHGEKVLVNEPEQLGDEEQLEFLVNKS 720
NTDB id 120 BSU 10620 NP 388943.2 SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS 720
consensus !!! !!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!! *!!!! !!!!*! !**! !!!!!* !!!!! **!!!!

logo

T
VALQSFYLTATGSQLGR I

LWATREQYADI SDVWWSTYNFVLMGSEPQDRGLFQSKKNI
L
F
LSSLFFRNEKVHKQRLETERRSVSRDQLYGENR IQGSVSRMETFYKNA

NTDB id 247538 COP00 RS22465 WP 048406707.1 TALSYLTGQLGIWARQYAISDVWWSTYNFLMGEPDRGFSKNILSSLFFRNKVHRLTERVSRDLYGENIQGSVSRMETYKA 800
NTDB id 120 BSU 10620 NP 388943.2 VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA 800
consensus ! !* !! *! ! ! !!!!!!!!!! !! !*!! !! * !!!!!!! !* ! !!! !!!! !!!!!!!!!!* !

logo CPFSHFASHGLHKLKERQFFKLEAPDIGQLFHSASLKL I SDNRLHRELQKLDWRDLTKEQCDELTFLSSYDAVERLAPKRLQKE I LLSSN
NTDB id 247538 COP00 RS22465 WP 048406707.1 CPFSHFASHGLKLKERQFFKLEAPDIGQLFHSALKLISNRLHELKLDWRDLTKEQCDTLSSDAVERLAPRLQKEILLSSN 880
NTDB id 120 BSU 10620 NP 388943.2 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN 880
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!! !!*! !!!!!!!!!!!!* ! !!!!!!!!*!!!!!!!!!!

logo RHHYYVKEQKLQKI IVATRVSGI LSEHAKASGFAVP I
VGLELGFGGKGPLPPLMRTFQTLKNGCTMELVGR IDRVDKAESSKGLLLR IV

NTDB id 247538 COP00 RS22465 WP 048406707.1 RHHYVKQKLQKIIARVSGILSEHAKASGFAPVGLELGFGGKGPLPPMRFTLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
NTDB id 120 BSU 10620 NP 388943.2 RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
consensus !!*!!! !!!!!* !!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DYKSSDKGLDLAEVYYGLALQMLTYLDLS ITHYSADEWLGMKRASTPAGVLYFHI
VHDPMIQASNSLVPLGSLDE I EKQE I FKKFKMKGL

NTDB id 247538 COP00 RS22465 WP 048406707.1 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITYSAEWLGMKASPAGVLYFHVHDPMIQASVPLSLDEIEKEIFKKFKMKGL 1040
NTDB id 120 BSU 10620 NP 388943.2 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL 1040
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!*!*!!!!!!!!*!!!!!! *!! !!!!! !!!!!!!!!!!

logo LLGDQEAVI
V
K
RLMDTATLEQEQGRSDNI INSAGLKKDGSLRSDSADAVVGTEDKDEFDHLLRTKRHVRRTFQEKAGEEQITDGKRVS I EPYKLMKDNKRTP

NTDB id 247538 COP00 RS22465 WP 048406707.1 LLGDQEAIKLMDTALEQGRSDIISAGLKKDGSLRSDSDVVTEDDFHLLRRHVRRTFQKAGEEITDGKVSIEPYKLKDRTP 1120
NTDB id 120 BSU 10620 NP 388943.2 LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP 1120
consensus !!!!!! **!!!! ! !!! !! !!!!!!!!!!!!! ! ! *!*!! *!!!!!!! !!! !!!!*!!!!!!!*! *!!



logo CTYCAFKSFVCQFDESLEENEYRPVLKAPEKDKNTVI LEW I
LKKEADDEAGDNEGHNGS

NTDB id 247538 COP00 RS22465 WP 048406707.1 CTYCAFKSFCQFDESLEENEYRVLKPEKDNVILEWLKKEDEADGNG 1166
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
consensus !!!!!!!! !!!!!!!!!!!!!*!!*!!! !!!!*!!! ** *
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