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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.D..READFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASG.E..IEADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
NTDB id 247525 COP00 RS15845 WP 048353847.1 ..MLNRVVLVGRLTKDPELRYTPSGAAVATFTLAVNRTFTNQQG.E..READFINCVVWRRQAENVANFLKKGSLAGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG.E..READFINCVTWRRQAENVANFLKKGSLAGVDG 75
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LDESPRKGNPSTGRSTETGEKGADQSAFRGADGQSGDNGGQAGSQSGNFWYSNEGQSANGNPQASGNQGSTGNQYNFQGGEGYQSDNYANDQDNQSNGNPFNTGSGNPGNQANQSNTGRQPRNAR

NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQG.SGWNQAPAQ.TNYNQGGYSDNYAQNNNFNGGNATRP. 157
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ............QSGFTSPQQTGNA 143
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
NTDB id 247525 COP00 RS15845 WP 048353847.1 RLQTRNYENQQGQRVYVTEVQAESVQFLEPKG.GGSGAGG.....YSGG..QGGQYFGGEQ....NDQNPFGGGQSNQNR 143
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGG.....YNEGNSGGGQYFGGGQ....N.DNPFGGNQNNQRR 145
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ....QPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 624 LCA RS00040 WP 011373726.1 PAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ........................... 113
NTDB id 247525 COP00 RS15845 WP 048353847.1 NQSNSFNDDPFANDGKPIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 NQGNSFNDDPFANDGKPIDISDDDLPF 172
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