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NTDB id 247497 COP00 RS07370 WP 048355471.1 .MGTYRILPCGAISAAAGIASAQSSSLLPLAAFLCLFFILCLIK.KQFLLFIICTLVCSFYFSYFLIIDRSNTSSYREGA 78
NTDB id 107 BSU 25570 NP 390435.1 MRNSRLLLPMAAASATAGITAAA...YFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGT 77
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NTDB id 247497 COP00 RS07370 WP 048355471.1 YHAAVSIRDIPRIDGDRLAFTAETAEGEAVKAGYIIKSPQEKAALSALDPGSTCFMKGELKTPKKETVPGTFDYKEYLRQ 158
NTDB id 107 BSU 25570 NP 390435.1 YQFKAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYR 157
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NTDB id 247497 COP00 RS07370 WP 048355471.1 QGIHWNFTVQSIESCKSGGGLMPFLLKIRKAGLAFIEKNVPESSAGIVQALTFGDRFLIEQEVLDGYQTLGIIHLLAISG 238
NTDB id 107 BSU 25570 NP 390435.1 QHIHWNYSVTSIQNCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISG 237
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NTDB id 247497 COP00 RS07370 WP 048355471.1 LHIGIISAAFFYILLRIGMTRECAKWSLIIMLPVAAVLTGGSPSVLRAAFMTDIYLVSSLCKNRLRSAQVISIAFLVLLL 318
NTDB id 107 BSU 25570 NP 390435.1 LHVGILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLL 317
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NTDB id 247497 COP00 RS07370 WP 048355471.1 YSPYMLFQAGFQLSFAASFVFILSKKILVKSKRQAARLLLSSFAAQLGSLPILLFHFQEFSFLSVLMNLFFIPFYVLAVM 398
NTDB id 107 BSU 25570 NP 390435.1 FNPYHLFEAGFQLSFAVSFSLILSSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCIL 397
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NTDB id 247497 COP00 RS07370 WP 048355471.1 PLSFAGLSALWIAPPLGELAIGVLDALLRWSHVVVKTVSSVDFFTFSAVQPDVLQLLFYLAAICFLFISMEKEATFQRLI 478
NTDB id 107 BSU 25570 NP 390435.1 PGAVAGVLLLSLSASFGRLFFSWFDLLISWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLM. 476
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NTDB id 247497 COP00 RS07370 WP 048355471.1 IPVCLLACA.FLFHAAAPYLTSEGEVTMLDVGQGDSIYVSAPGQNGHVLIDTGGIVSFNTEKWRKRKNEFSLGDRVLMPF 557
NTDB id 107 BSU 25570 NP 390435.1 VTGG.ICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPF 555
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NTDB id 247497 COP00 RS07370 WP 048355471.1 LASKGVKKLDALILTHADQDHIGEAEVLIRKHKVKQLIVPIGYAAEPADEKLLRFAAERGVNVRTAKRGDRLKIGDLVFD 637
NTDB id 107 BSU 25570 NP 390435.1 LTAKGIKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFH 635
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NTDB id 247497 COP00 RS07370 WP 048355471.1 VLSPETADGSSKNNGSLVLWMEAGGFSWLLTGDLEKQGEREIIEAYPDLKADILKVGHHGSKGSTGEELIKQIGPEIALI 717
NTDB id 107 BSU 25570 NP 390435.1 VLSPEAPDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAII 715
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NTDB id 247497 COP00 RS07370 WP 048355471.1 SAGENNRYGHPHEEVLEVLKRHQVKVFRTDRDGAVQYLFKRGDGTFLLHPPYDTVYSP... 775
NTDB id 107 BSU 25570 NP 390435.1 SAGKNNRYHHPHQKVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYPPYDTSDITETN 776
consensus !!! !!!!*!!! !! *! !! **! !!! ! *!! *! !!! **!!!!! ****
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