
logo MIRYPNGKTFYQPKHQASAVSSQNSLQKKRAKPSYSNRGMTLEDDLNETNI
KYYLNTHNQS IAVIHKKPTPVQIVHNVDHYPKRSAAVIKEAY

NTDB id 247488 COP00 RS05465 WP 048356450.1 MIRYPNGKTYQPKQAAS...SLKKKPSYSNRGMTLEDDLNETNIYYLNHSIAVIHKKPTPVQIVHVDYPKRSAAVIKEAY 77
NTDB id 117 BSU 22310 NP 390112.1 MIRYPNGKTFQPKHSVSSQNSQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAY 80
consensus !!!!!!!!!*!!!* !***! !* !!!!!!!!!!!!!!!!!! !!! * !!!!!!!!!!!!!!*!*!!!!!!!!!!!!!

logo FKQSSTTDYNGI
VYKGRYIDFEAKETKNSKRTSFPLQNFHDHQI EHMKQVKVAQDGGICFVI I SAFDGEQI

VYFLEADEKLFYFWDERKEN
NTDB id 247488 COP00 RS05465 WP 048356450.1 FKQSSTTDYNGVYKGRYIDFEAKETKSRTSFPLQNFHDHQIEHMKQVVAQGGICFVIISAFGEIYFLEAEKLFYFWERKN 157
NTDB id 117 BSU 22310 NP 390112.1 FKQSSTTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVIISAFDQVYFLEADKLFYFWDRKE 160
consensus !!!!!!!!!!!*!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!! *!!!!!*!!!!!!*!!

logo

K
QNGRKS IRKDELEEATAGHYP I SLGYASPR IDYIKS IV IDEQLYFSPSSGAKG

NTDB id 247488 COP00 RS05465 WP 048356450.1 QNGRKSIRKDELEEAGHPISLGYSPRIDYIKVIDQLYFSPS..... 198
NTDB id 117 BSU 22310 NP 390112.1 KNGRKSIRKDELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG 206
consensus !!!!!!!!!!!!! **!!!!!! !!!!!! *!*!!!!!!!*****
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