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NTDB id 24739 SAK RS03525 WP 000027835.1 NSRNAMIIDEFK AIDIGYIRG TVAIVRKNGIMIFDYVLIRHEIRVRIRNEVVTYE VR V

NTDB id 547 SPYM3 RS06785 WP 011054793.1 NN M L V@IDEFK AIDISGYIIRGDTVAIVRKNGIMIFDYVLPHEVRBEVVTEYE VEEV

NTDB id 546 SPYM3 RS04035 WP 029714017.1

NTDB id 552 SPYM18 RS06215 WP 011017964.1 ...

NTDB id 548 SPYM3 RS05770 WP 011054671.1 RNV I.TYDEFKQAIDIAGY Iy DTVMIVRKNGQIFDYVLPNEK
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NTDB id 551 SPYM3 RS04945 WP 011054546.1 RN MY TK
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