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NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAG. 72
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAG. 72
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGF.EQAINEGKTPSLTSTDEG 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 247243 CNO08 RS19035 WP 096415524.1 ........MKRQRGFTLIELMIVIAIIGILISIALPAYLDYVARAKNMECLNVAAGAKLSVSETAQDRGSLSLVTATNTG 72
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1109 OK783 RS10670 WP 157147416.1 .......VASA.STIKGKYVQKVEVA.....KGVVTAQMASTGVNKEIQDKKLSLWAK..........RQDGSVKWFCGQ 129
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......VASPPTDIKGKYVKEVEVK.....NGVVTATMLSSGVNNEIKGKKLSLWGR..........RENGSVKWFCGQ 130
NTDB id 1197 PSJM300 03940 AFN76866.1 YIGITDST.........SYC.DVD..LDTAADGHIECTAKG.GNAGKFDGKTITLNRT.............ADGEWSCAS 127
NTDB id 1191 AAC28468.1 484..945( ) NVI.....FDSANGLDGKYFAPGGV.TVTPDTGAINIAFD....AGANAGKTMTITPTVIA.......ASGQISTWTCAP 137
NTDB id 247243 CNO08 RS19035 WP 096415524.1 YSFSASSY...........CASIDI..G..ASGVITATTS....T.VNAPVTFTFRPR..........SIPGGLEWDCSV 122
NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSVF...TPTKN..VANLTIAGTGTVPGQITVTYT.....TAAGGGTLALVPTAAGTALPVSSAPSGPIMWTCYA 140
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTN..VATA..TCGASSAGQIIVTMD....TTKAKGANITLTPT..........YASGAVTWKCTT 134
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAATPN..VASI..AIGA..NGVITITY.....TAAAGGGTIVMTPTL.........QANGDVTWTCTG 122
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAATPN..VQSI..AIGA..NGVITITY.....TAAAGGGTIIMTPTL.........QANGDVTWTCTG 122
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NTDB id 1109 OK783 RS10670 WP 157147416.1 PVTRTGDNDDTVADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 PVTRADDDTVADAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1197 PSJM300 03940 AFN76866.1 T.................LDAKYKPGKCS....... 139
NTDB id 1191 AAC28468.1 484..945( ) GAAN.............GIETRRLPTSCQ*...... 153
NTDB id 247243 CNO08 RS19035 WP 096415524.1 PNGT...............NLTLVPAECR....... 136
NTDB id 1424 RS RS02795 WP 011000517.1 QNKAQAASS.VAPSGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 T................S.DKKYVPSECRG...... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 G................TLLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 G................TLLAKYRPASCRP...... 136
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