
logo MKKSTLCLSFFLTFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPRQVLGVYNI SPHKKLTLTITHI
MSTAIVYQPLDE

NTDB id 247201 COO52 RS07480 WP 096479233.1 MKKTLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPRQVLGVYNISPHKKLTLTITHMSTAIVYQPLDE 80
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDE 80
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo KLSLETTLNPNRPTIPRNTQIVFSSKELKEPSHPHQQMPSLNAP I
MQKPQNSKPHTSSQQPSLSQNFPSYPTEPSKLGSKNPSKNSLLQPL

NTDB id 247201 COO52 RS07480 WP 096479233.1 KLSLETTLNPNRPTIPRNTQIVFSSKELKEPHPQQMPSLNAPIQKPQSKPTSSQQSLQNFPYTESKLGSKNPKNSLLQPL 160
NTDB id 1207 C694 RS07860 WP 000749005.1 KLSLETTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!*!!!! !!*!!!!* !!!*!*!*!!!!!!*!!!!!!!!

logo AI
TPNSKI SPSATNETVKQTPTNDTKPPLKHSSEDQENSNLF IVTPPTEKTLPNNTPSNADNINSEHNNESNENKRDNVEKQAIRDAPNI

VKEFA
NTDB id 247201 COO52 RS07480 WP 096479233.1 ATPNKISSANEVKTPTNDTKPPLKHSSEDQENNLFVTPPTEKTLPNNTPNANINEHNESNENRDNVEKQAIRDPNVKEFA 240
NTDB id 1207 C694 RS07860 WP 000749005.1 AIPSKISPTNETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTSNADISENNESNENKDNVEKQAIRDANIKEFA 240
consensus ! ! !!!* !! !!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!*!! ! !*!!!!!!*!!!!!!!!!!*!*!!!!

logo CGKWVYDDENLQAYRPS I LKR I
VDEDKQTATDITPCDYSNTAENKSGKI ITPYTKI SVHKTEPLEEPQTFEAKNNFATI LQAR

NTDB id 247201 COO52 RS07480 WP 096479233.1 CGKWVYDDENLQAYRPSILKRIDEDKQTATDITPCDYSNAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFTILQAR 320
NTDB id 1207 C694 RS07860 WP 000749005.1 CGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQAR 320
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

logo SSTEKCKRARARKDGTI
TRQCYL I EEPLKQAWESEYEQITTQLVKAI

TYERPKQDDQTVEPTFYETSELAYSSTRKSE ITHNEL
NTDB id 247201 COO52 RS07480 WP 096479233.1 SSTEKCKRARARKDGTIRQCYLIEEPLKQAWESEYQITTQLVKATYERPKQDDQTEPTFYETSELAYSSTRKSEITHNEL 400
NTDB id 1207 C694 RS07860 WP 000749005.1 SSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNEL 400
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!

logo NLNEKFMEFVEVYEGHYLNDI IVKESSEYKEWVKNHVRFKEGVCMAVLE I EEQPRAKSTPLS I ENSR I
VVCVKKGNYLFNEV

NTDB id 247201 COO52 RS07480 WP 096479233.1 NLNEKFMEFVEVYEGHYLNDIVKESSEYKEWVKNHVRFKEGVCMVLEIEEQPRAKSTPLSIENSRIVCVKKGNYLFNEV 479
NTDB id 1207 C694 RS07860 WP 000749005.1 NLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!
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