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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 247166 CCZ27 RS14385 WP 096449252.1 ..MASVNKVILIGNLGADPETRFAPSGDAICNIRLATTETWRDKNTGERRDATEWHRVSFYGKLAEIAGQYLRKGSQVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQSQ.........EAYQRPAQQSRQPAPDA 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQSQ.........EAYQRPAQQSRQPASDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSG.GDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 247166 CCZ27 RS14385 WP 096449252.1 EGSLRTRKWQDQSGQDRYTTEIRADE....MKMLGRREGA.GEAPMRGDD...........AGGGYDAPSPSRAPSAPAP 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGGM...NVP....AQQGSWGQPQQPAKQHQPMQ 152
consensus !!****!!*!** !**!********* **!!**! * !*** * * * *** * ** ** **

logo

Q
A
P
T
S
R
A
HPRQPQSEQYAQSPAAPRAKQRQPAPQAPYVQSPAENSAEGPAGPFMPVDGMENDI

FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPAQ....KPAAQAEPPMDNFDDDIPF 180
NTDB id 247166 CCZ27 RS14385 WP 096449252.1 ASAPRSQP....APQPS.SGGFGDFDDDIPF 168
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QSAPQQYS....QPQY..NEPPMDFDDDIPF 177
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