logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

247158 CCZ27 RS02910 WP 096445330.

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1112
1113

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAAB5695.1 219..1451( )

247158 CCZ27 RS02910 WP 096445330.

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

247158 CCZ27 RS02910 WP 096445330.

1252 GCO85 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

A1552VC RS11075 WP 000648511.

1

1

1

1

AENFORox R \_é oS,

/\)) )/\

RAégigéﬁg E%EHFEAkRéﬁsDé EAg Ah

Ak

....... MKTIAPQ KN
MA .KNGGFSLFJAKKEKRJ3

MA. KNGGFSLFAKKEKRFI
MATASRAARATIJAPKEDL
....... MDKN

PPlLTFH §FDR. . . ..
e : KN FEéL""
KNBLEGL .

*

K%HFDBL W \.véé E M\.

LR T | %JA

D WNIF RQLATM

NEENQEE é %hﬁY ﬁ?VE TT ig

DR,

|_‘r

DIT FTRQL TM
DIT FTRQL TM
DIl FTRQLATM
DIT F RQLATM
DIIN FTRQ ATM
DINIFTRQLATM

KAG PL QAF
AG PL QAF
K GVPL QAF
B G PLVQAF
KAGVPL Q F
KAGVPLVQAF
KAGVPLVQ F

L S[R]AI¥NK H P\AR|F DAL INLVAAGEQ GiL
sl EJG® L ¥ LMKHPIRYF 3L CNLV AGEKSGSL
"] VA GIYy I§ § LRK PMYFDPLYCNLV GEQSGEL

GEQSGHJL
& VE G 13 BJALRKMP[NEFDIL CRILV
EE S | *okokokkk ok * EE R * %k % | kkok okoskr | Lk ||

e e el KKALTY oIVl b AL e et

Q
LPAFTQ V
LPRIT Qv
LP AT QIV
lKIKKALTYP Al
LDR ATYKEK EML KIKKA VP [V

LDR AQYKEK E|L [NKIKKA IYPLWYV

LDR AMYKEK EIRL [NKIKKA IQYPEWYV
sokkokk Dkokok | Dk skokok Dokkk Pk | Ix | [

LP |ZTI® V
LP ATV
LPAFT|R V

LPAFTQ V
LPAFTQ V

* Kk B | Pskskosksk ok Pokskskk  kokk

144
148
147
150
150
150
147
146
149
149

224
228
227
230
230
230
227
226
229
229



logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

logo

NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

NTDB id

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

<0

logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GC085 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

1169 A1552VC RS11075 WP 000648511.

247158 CCZ27 RS02910 WP 096445330.

1169 A1552VC RS11075 WP 000648511.

247158 CCZ27 RS02910 WP 096445330.

1169 A1552VC RS11075 WP 000648511.

247158 CCZ27 RS02910 WP 096445330.

1

1

1

1

:

I 1T

Ly opel R LT e

A FAAGVPLVD LDSTAGARGN
FAAGVPLVD LDSTAGAAGN
VIVESIGEIMF TYRIZEPSVQVANNDS GA
AG SFEReN) SiBFNehy DR
F VB AREIKQAHTIEE
[ GAAIR F EAI

Ik |k | P skskskkkok |

H o [ el s

QMVNIIGEESG
QMVMIGEESG

*x | bl o * 5k k %k %

e ToE |BeDan <8 e RNTEJ )

JL/\/\ KR

QMVAIGEESGAL [MLEKVA FYEREV NAVD
QMEAIGEESGALD MLEKVARFYEREVDNEVD
QMVAIGEESGALD MLWKVAN YESEVDEAVD
QMVAIGEESGALDEMLBKVAW YEREVDNAVD

¥ ok kDL ok bokor DDE TR b baok DD Lok Dkokr L L Lvskor baok Lk %

MEPLI NILG
MEPLI WILG
DUk dokor 1 1ok

Aelwi )l FNLEWAW

406

408

407

410

. 410

V GGLVVAMYLPIFKLG V V- 409
VGGLVVAMYLP IFJULGSEVNR 406
VGGL AMYLPIF GSVV. 405
VGGLV AMYLPIF GSVV. 408
VGGLV AMYLPIF GSV V. 408

* 1ok okok ok |

D1k | skok ook ok ok

X non conserved
B similar
>50% conserved

303
308
307
310
310
310
307
306
309
309

383
387
386
389
389
389
386
385
388
388



