
logo MFGSFFLKRKRKKRGKQTAEDTEPAGLETAEAPQPVQETAAKVESEVAQIVGNIKEDVESLAESVKGRA
PESAAVAEDTVSGADVEVAQAVAKEPTVAE I

MPASEAPG
NTDB id 247155 CCZ27 RS00325 WP 096444848.1 MFGFLKKKRGTADEAGTAAPP................................PESAAADV...DVAAAEPVAEIPAEP. 44
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !! ! **!* *! !***********************************!!! !*** !*!!!*! !**
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NTDB id 247155 CCZ27 RS00325 WP 096444848.1 ................AA...EPVAAAAEPVPAPKRSWSERLKAGLARTRQQLGGGLASLFGRRRIDEDLLEELEATLLM 105
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus **************** **** *! ! * * ! ! !!! !!!**! ** !! *!! ! !!! !!!! !*
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NTDB id 247155 CCZ27 RS00325 WP 096444848.1 ADCGVEATQHLLGELRTRWKRDRLETADQLQQTLADALHAIIAPLEQPLEVS.GHSPYIIMIAGVNGSGKTTSIGKLAKY 184
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *!*!*!!! *!* **! ! ! * ! ! *!!* *! !!! !! *** * !**!!*!!*!! !!!!!!!!!!!!
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NTDB id 247155 CCZ27 RS00325 WP 096444848.1 FQAQGKSVLLAAGDTFRAAAREQLMTWGERNNVTVVAQEGGDAAAVIFDAINAARARKVDVVLADTAGRLPTQLHLMDEI 264
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus !!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!* ! !! !!!*!!!**!!*!! *!*!!!!!!!!!!!!!!!!*!!
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NTDB id 247155 CCZ27 RS00325 WP 096444848.1 AKVKRVIAKAEPGGPHEVMLVLDANIGQNALAQVQAFDKAIGVTGLVVTKLDGTAKGGVLAAIARQCPKPLRFIGVGEGI 344
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
consensus !!!!!* !! !!*!!!***!!!!!!!!!!* !! !!! !*!*!!!*!!!!!!!!!!!*!!!*! *! !*!*!!!!!!!

logo DDLQRPFDRARAEFVDALFLDEPAPGTARSGTEAGGRA
NTDB id 247155 CCZ27 RS00325 WP 096444848.1 DDLQPFRAREFVDALFEPAPGTARSGTEAGGRA 377
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD................ 417
consensus !!! !! !! !!!!! *****************
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