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NTDB id 24707 AVA RS18690 WP 011320390.1 MVKSFSSLFGKSHRGVGVEIAPERVNVVQIRKQRQGLKLESLTSVPVPEGIVTDGQITDPPAMAQLIQQALAESKIKKVSRVATG 85
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGIN.TKQVATA 84
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NTDB id 24707 AVA RS18690 WP 011320390.1 VPGRDSIVRIIPVPSELDDKELRDMVLNHEAGLYLPYPREEADVDYQKLGYFVDEDGIEKVRVLLVATRKEVTDTYISTFEQAGL 170
NTDB id 1411 SGL RS10685 WP 010872897.1 VPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSYLDTFQQAGL 169
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NTDB id 24707 AVA RS18690 WP 011320390.1 QIGVLEINSFALIRTIRDQLRQFGPEEATVLVDIEFDSTEIAIIINGVPQFSRTVPIGTYQMQMAFARAMSLPTSRDMEMLQGLV 255
NTDB id 1411 SGL RS10685 WP 010872897.1 QVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMNLPPSRNPEILQGMT 254
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NTDB id 24707 AVA RS18690 WP 011320390.1 IPVNSVESDKTGMTETDPGIAGVLRILGELTDELRRSIDFYLNQSENVEIAQILLGGPGGGLEQLHEFFTQRLSIPTSQIDPIGS 340
NTDB id 1411 SGL RS10685 WP 010872897.1 IPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLDEYFTQRLSIPTVKIDPFEA 339
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NTDB id 24707 AVA RS18690 WP 011320390.1 LSLQVDEEKYPSTQRSGLGIVLGLGMREV 369
NTDB id 1411 SGL RS10685 WP 010872897.1 LAIDTDQ.NFSDIERPSLATVLGLGIREA 367
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