logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

247032 CGZ65 RS11795 WP 096295944.

1111 NGFG RS09220 WP 003689814.1
1080 FDQ49 RS18305 WP 022575844.1
1061 ABD1 RS18470 WP 001152280.1
1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

247032 CGZ65 RS11795 WP 096295944 .

1111 NGFG RS09220 WP 003689814.1
1080 FDQ49 RS18305 WP 022575844.1
1061 ABD1 RS18470 WP 001152280.1
1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

247032 CGZ65 RS11795 WP 096295944 .

1111 NGFG RS09220 WP 003689814.1
1080 FDQ49 RS18305 WP 022575844.1
1061 ABD1 RS18470 WP 001152280.1
1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

247032 CGZ65 RS11795 WP 096295944 .

1111 NGFG RS09220 WP 003689814.1
1080 FDQ49 RS18305 WP 022575844.1
1061 ABD1 RS18470 WP 001152280.1
1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747 .

consensus

1

Al

I, s

GSFLNVVIYR PVMMERG
GSFLNVVIYR PYMMEIXE

KoERErL EEETA%BEEELM ST

TQFAKEHLPLTAEIEAPFDRKHA

5L35L|QALEkAL.§

WNQL . .VLPLTV
SDLSVL .AVPLAA

TVFAKEH®YLPLTDDESRTF N#M$DECIZK(¢R V|3

IQNLTALY AVA GSFLNVVIYRpNP QIAEQOMLIRYPEQP I IBHEKISMRNY O A RSO A (OH Q)%

IQNLTALY AVA GSFLNVVIYRpNP QQIAYQMLIBYPEQP I IPHERINSHN)GARISOIZA®Q Q)3
LFV FAT GSFLNVVIYR P RRINGAESFPEYKIEPPKET|RBRS VIZRES®)QEGTQ
LFP LAT GSFLNVVIYR P

RAECAASFPEYGITPPEGKLTLSLPRS CPHCQTE
* | * % * * !

*11

f <

wS St FTYEAFALL T

S L LGKCEEICIIPISIRYPL ELLT IMISIVVAPQIN G |[fpmey GL TR\ LIALTFID DTQYLPDS

|BYQN

IRIEHIN I P
IRYASNN IP
*H 1 L1 x

Vol MDA

IELLTy

SWL LRGKCGHCQHPISIRYPIIELLT

SWL LRGKClenICQIsIPISIRYPEY

Dk Dx b bl Dk x Dokl Dhar LD Dkx % ok Fok Lok LD k] Lkt 1]

LFK TGKEGMGYGDFKLLAALGAW G)g@®iILP
Y LFK TGKEGMGYGDFKLLAALGAW GIg®lLP
W
W
DUk Dokskok Dskoksksk k% skokokk **!** Dok Dlskokskseskok Dok UL DD s LED D0 D) T

oA YA, Vi
\|7 ‘ éA \|L/ ﬁLQ&dAlfSEéF F \’-A | VSVITES 1 ARERVYBRYS I & Y R L§Q L
IL, I V KGQQFAFGPSLA INCAAY T I A S PIHQL MKSGF 287
L V KGRHFAFGPALE QTR TIZTANDJSMWRA THPVR 286
L BUAYFAFGPY AIAGWVEF I ...... 286
L BUNYFAFGPY ATAGWVEIF WGD[R]T N [ Y 1 [c1¢ 3 286
TIG © I[a]L )N Q IO\ IYFGPYLATAGW VIR N FTSILGV 289
G TIYG  T[R]L :[o1e] Jt pONINFINFGPYL AT AGWigNR FTTWVGQPL 291

*kk kk ok % Pk DD Dskokskkk | Dok kokkokok % *  kokok

X non conserved
B similar
>50% conserved

157
156
160
160
156
156

236
235
239
239
236
236



