
logo MSAHPS IVHRAFDKPLSTAVP IQSGTNL I EASAGTGKTYGIAALFTRL IVLEKQKMPSVDEKRVLVVTFTKAATAELKTRLRARLDDEVLQAVLE
NTDB id 247022 CGZ65 RS06130 WP 096295232.1 MSHSVHAFKPLSVPIQGTNLIEASAGTGKTYGIAALFTRLIVLEKMPVDKVLVVTFTKAATAELKTRLRARLDEVLQALE 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus !!****!! !!* !! !!!!!!!!!!!!!!!!!!!!!!!!!!!! *!**!!!!!!!!!!!!!!!!!!!!!!!*!!! !!

logo SKVAE I
NAELGDADETDLSDGI

L
A
S
A
QYCAEEREHHESGDTVFLPYAGLLEQKQALEQKQESQRATRL IVRLKAAIGGQFDNAAS IYTIHGFCQR I

VLRDFYAFLC
NTDB id 247022 CGZ65 RS06130 WP 096295232.1 SVANA....AEDSDGLSQYCEREHSGDVFLYGLLQKALEQESQARLIVRLKAAIGGFDNASIYTIHGFCQRVLRDFAFLC 156
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus ! !**** !!!* !! *! !! !!**!! !! !! !!!!!!!!!!! !!!! !!!!!!!!!!*!!!*!!!!

logo QATPQFDVELTDEDEDSGRDERLLVPAQDFWREGRVSGNDNPQVLAAKLAVFKHRKQAYTVPQNTMVLAEQIQRASFYLTGSRPYLNRFRRPEQANDLLAKEQASQQRDKAVAEDTST
NTDB id 247022 CGZ65 RS06130 WP 096295232.1 QTQFDVELTDDSRERLLVPAQDFWRGRVSNNPQLAKLVFKHQYTPQNMLAEIQSFTGRPYLRFRRPENLLAESQQKVADT 236
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
consensus ! *!!!!!!** *!!!!!!!!!!! !!! ! !! ! !!* !! *!! ! * !!!! !!!! ! ! *

logo WAQKTVCKARLNLPELEAGGI FWR IHPDLNGNSYRKSNSTFGQANLFKNEQLAKHQAKASAEAQDGQYLPCKLDKDNTHYDEKRLALKMLGSASDKLLAEAGGKALKKGKQSTLPDAA
NTDB id 247022 CGZ65 RS06130 WP 096295232.1 WAKVKANLPELEGIFWRIHPDLNGNSYRSNTFQALFNQLKHAAEQDYLPK....NYDKLAMLGADLLAGKAKKGQSLDAA 312
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAA 320
consensus ! !* !!!!!* !!!!!!!!!!!!!! !*! !! ! * !!***** ***! ! ! ! * !!! **!!!

logo
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LADELQKMLADNFLGRDLNTAQALEEAEEEKNTATLMI

T
L
RLKQFLDL ILDEHYI

LNLSASLAEMQKKSRRERGTFDDLLLDVHSNTALQTPDGNPHAEQATLPAERAVAAE
NTDB id 247022 CGZ65 RS06130 WP 096295232.1 ALADLQMLANLGRDLTQAEEEEKNALTLLKFDLLDHINLALAEQKKSRRERTFDDLLLDVSNALQPGNPHAQALAEAVAA 392
NTDB id 1132 OK783 RS01905 WP 010951035.1 VFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALT.DNPHAETPARAVAE 399
consensus !*!! !! !!!! !! ! * ! !!****! !!! !!!!!!! !!!!!!!!* !! * !!!! *! !!!

logo

N
TWEQI

VAL IDEFQDTDPLQYEQI FQSKQI F IARQRNNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDAQRHQHRYTLATNFYRSHAAKL IGNGS I
NTDB id 247022 CGZ65 RS06130 WP 096295232.1 TWQVALIDEFQDTDPLQYQIFSQIFIRQNNPLFLVGDPKQAIYSFRGADIYAYLQAAEDAQQHYTLATNFRSHAKLINGI 472
NTDB id 1132 OK783 RS01905 WP 010951035.1 NWEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSI 479
consensus ! *!!!!!!!!!!!!!! !! !!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! **!!!!!!*!!!! !! !

logo GASLFQRCLKENRPFVLENIDGYNSEPVGAARAEESRLSPGKRPAI
VQLVRWLHEGNSDENTEKPAMNKDAVLRKRRAADEYCADE IAFRALNEAASEGGRLN

NTDB id 247022 CGZ65 RS06130 WP 096295232.1 GSLFQCKNRPFVLENIDYNPVGAAREESRLSPGRPAIQVRWLHGSETEPMNKDALRKRAAEYCADEIAFALNEAAEGRLN 552
NTDB id 1132 OK783 RS01905 WP 010951035.1 GALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLN 559
consensus ! !! *! !!!!!!!! ! *!!!!! !!!!!! !!!*!*!!!! * !* !!! !!*!!!*!!!!!!! !!!!! !!!!



logo FKDGQRPLEQSGDIAVLVRTHNEAGSVMIASAQALKKSRQR I
VQSVLLHSRESVFASPEAAQAGLSAL ILDGFWYLENPRRATEGSTLRFAVLSTSGVI

LFGYD
NTDB id 247022 CGZ65 RS06130 WP 096295232.1 FKGQPLESGDIAVLVRTHNEGSMIAQALKSRRIQSVLLHRESVFASPEAQGLSALLDFYLNPRRTESLRFALSSVLFGYD 632
NTDB id 1132 OK783 RS01905 WP 010951035.1 FKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYD 639
consensus !! !! !!!!!!!!!!!!!* !! !!! ! *!!!!!*!!!!!!!!!! *!!!!* !*! !!! *!!! !*! *!!!!

logo ADQAQLHYADFLNQNEASE I
LLAHWAIDESAERRTAALDQEIWQKQKYGI FYATAMQHQFSAQETHGI ETRLLSDRGNNGNRSLTNYFHQLLELRLASAEDNAEQNSRNSPA

NTDB id 247022 CGZ65 RS06130 WP 096295232.1 ADALYALNQNEAELLAWIDSAERAAQEWQQKGIYTAMQHFSAEHGIETRLLSDGNNRSLTNYHQLLERLSAENEQSRSPA 712
NTDB id 1132 OK783 RS01905 WP 010951035.1 AQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPA 719
consensus ! !* !!!! !*!*! *!! ! !! !!* !!!*!! !!!!!!!!! ! !!!!!!*!!!! ! !! ! ! !!

logo

A
SLHKQWLLRADQINSLAEGNGNNGKGSDENSHRAVI

LRLESDEADLVKIVTMHAASKGLQYPLVYCPFAVWDAQDNTGKAPHSDWQI LHQRDGAGGNERASELLAEK
NTDB id 247022 CGZ65 RS06130 WP 096295232.1 SLHQWLLAQINLAENGNKSESHVLRLESDEALVKIVTMHAAKGLQYPLVYCPFVWDAQDNKAHDWQILHRDGGESELLAE 792
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALHKWLRDQISLAGNN.GGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELLAK 798
consensus !! !! !! !! ! * * * *!!!!!! !!!!!!!!! !!!!!!!!!!!! !!!!! **!!!!!! * !!!!

logo

A
HQLDSDEGSDEHQI

KQLYASDEEMAERLRLLYVALTRAEEQLNIYAAYCSQSDTADDNPTFLAYL ILEGLRAPDQDSSTREATVKRARATYAECSEKRDKAGKGAAEG
NTDB id 247022 CGZ65 RS06130 WP 096295232.1 HQLDDGDHIQLSDEEMAERLRLLYVALTRAEEQLNIYAAYCQDTDDNTFAYLLEGRADSTREAVKAAYESERKAGKGAAE 872
NTDB id 1132 OK783 RS01905 WP 010951035.1 AQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEKD......G 872
consensus *!! * ** ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!* !! !!* !!!*!! * *!! !* ! *!* ******
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NTDFTVFTEDAPLPPSAAYHRGSANARDQQTADAVEQFYAQAANS IPEPRGFERFYI

VRHTSFTAGLSRHTVKQATHPDGSEGEREDEAL
NTDB id 247022 CGZ65 RS06130 WP 096295232.1 MAMLKNNWIKFISGQAENENTDFVFTEDAPLSAAYHSARQTDVQYQAASIPPRGFEYIRHTSFTGLSRHVKAHDSEREEL 952
NTDB id 1132 OK783 RS01905 WP 010951035.1 ITMLKRNWRRVADN..APAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDA 950
consensus * !!! !! * ** * !!! !!!!!!**!!!* * ! !!!*!!! **!!!!!!*!!!! ! !*

logo

C
QPSLDAAESTNS IVPRAPMSEPNSVEVETEPSTADHSDEGI

LS IHDRFPKRGTNQAGLCLHDE I
MLEDNFLEKFGQQTAPAAEQESKTLQIALDEKTLKTKRHYGFEE I

KWLPAVAMET
NTDB id 247022 CGZ65 RS06130 WP 096295232.1 QPSLDAAESNIRPSENVVEESDHDELSIHRFPRGTNAGLCLHDMLENLEFQTPAAEQSKQILETLTRHGFEEKWLPAVMT 1032
NTDB id 1132 OK783 RS01905 WP 010951035.1 CPSLDAAETSVPAMP.SETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAE 1029
consensus *!!!!!!!* *** ** ** *! *!!! !!*!!*!!!!!!**!! ! *!!!! ! * ! **!!!! !!!!!

logo
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L
S
TGAKDYGTLSDIPQPGNCERLRPEMGFTLHYMTEHDFGNLAKARLRADWFLAQRDPDHI

L
G
RLPEPEVCLRAEAAEQRTLDFHQDTVNQGFYLNGF IDMTV

NTDB id 247022 CGZ65 RS06130 WP 096295232.1 LLDCCRETPISGKDTLSDIQPNERLPEMGFTLYMHDFNLAALRAWFAQPHLGLPPECLEAAQRLDFQDVQGYLNGFIDMT 1112
NTDB id 1132 OK783 RS01905 WP 010951035.1 MAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMV 1109
consensus * **!! !!**! !!!!*! *! !!!!!!!* *!! ! !! ! ! *** !!* ! !! !!!* !*!*!!!!!!!



logo CLQDTPSDGNQI
VC I

V IDYKSNHYLGTNAASAYTPRQAMDNEAMVAEHHQHYYLQAL IYAI
VAAVAGRYFKLRGLQAPLPAPAQI

V
A
SVRYLFLRGLMDNGKTEGGNG

NTDB id 247022 CGZ65 RS06130 WP 096295232.1 CLTSDGQVCVIDYKSNYLGTNAAAYTPQAMNEAMAEHHYYLQALIYAIAVGRYFKLRGLALPQIAVRYLFLRGMNGTENG 1192
NTDB id 1132 OK783 RS01905 WP 010951035.1 CQDPDGNICIIDYKSNHL....SAYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGG 1185
consensus ! *!!**!*!!!!!!*!**** !!!*!!! !!*!**!!!!!!!!!!*! *!!!!!!! *** * !!!!!!!!* ! !

logo
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VWRSWDIDHAAEADLAEDQI

W
K
V

NTDB id 247022 CGZ65 RS06130 WP 096295232.1 IWSWDIHAEDLADWV 1207
NTDB id 1132 OK783 RS01905 WP 010951035.1 VWRWDIDAAALEQIK 1200
consensus *! !!!*! !

X non conserved

X similar

X ≥ 50% conserved


