
logo MRKQSNRHTLNTGNFIAPPTQSDPGSQHRGSYALF IVLMI
VMIV I

VAFLLVVTAAVQSYNTEQR I SATNEASDRKLALSLAEAALQREKGEFNKQI
VLDEFLDEYTA

NTDB id 247019 CGZ65 RS04535 WP 096294985.1 MRKSRHLNNFAPQPSQHGYALFIVLMIMIVIALLVVTAVQSYNTEQRISTNEADRKLALSLAEAALQKGENKILEFD... 77
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTA 80
consensus !!! *! ** * !*! !!!!!!!*!!!*! !!!!! !!!!!!!!!! !! !!!!!!!!!!!!! !! *!* ****

logo DKSKVTFKSAENCELGMIGDEETK
QGLCATATPVDNAVRVTVNPNTENGSNSENEVFGNIVVQGTPA
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I
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NTDB id 247019 CGZ65 RS04535 WP 096294985.1 DKKVTFKANCLGMIGDEETQGLCATPDAVVPTESSN............AIEVESSTGNAWERMADKKLYIDENGQPVDDI 145
NTDB id 1139 NGFG RS02435 WP 003687918.1 DSKVTFSENCE........KGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEY.EK 151
consensus ! !!!! !! ******** !!! * * ************ *! ***! !*!! *! * **
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NTDB id 247019 CGZ65 RS04535 WP 096294985.1 QAENVSKTPVYIIEYISTNPSQGSTIYRVTAKAWGKNNNTVVMLQSYVANE... 196
NTDB id 1139 NGFG RS02435 WP 003687918.1 GTGNVSKMPRYIIEYLGEKN..NQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus !!!! ! !!!!!* *** !!!!!!!!!!!! !!!!*!!!!!*! ***

X non conserved

X similar

X ≥ 50% conserved


