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NTDB id 24701 AVA RS09475 WP 011318677.1 MAKPKTFYICNECGAESPQWFGKCPACGTYNSLEEQITIQSSVDVLKGGVSGWHASQNNGKAPVKPAKPRASLTFDQITDRQIAR 85
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRA....AFSHSVQT.........VQKPSPITSIETSEEPR 72
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV....SLTGE............KTKPMKLAEVTSINVNR 69
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV....SLTGE............KTKPMKLAEVTSINVNR 69
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV....SLTGE............KTKPMKLAEVTSINVNR 69
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV....SLTGE............KTKPMKLAEVTSINVNR 69
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV....SLTGE............KTKPMKLAEVTSINVNR 69
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV....SLTGE............KTKPMKLAEVTSINVNR 69
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NTDB id 24701 AVA RS09475 WP 011318677.1 WESGYGELDRVLGGGVVPGSMVLIGGDPGIGKSTLLLQVSNQLAQR.YRILYVTGEESGQQVKLRASRLGVAKTLSVVGDDQREE 169
NTDB id 125 BSU 00870 NP 387968.1 VKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINN............ 145
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............ 141
NTDB id 509 SM12261 RS00130 WP 078228442.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............ 141
NTDB id 279 KZH43 RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............ 141
NTDB id 238 SPD RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............ 141
NTDB id 204 SPR RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............ 141
NTDB id 169 SP RS00155 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............ 141
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NTDB id 24701 AVA RS09475 WP 011318677.1 SEQTPLVSIADGVGADLYVLPETDLEEILREVDSLKPNVAVIDSIQTVFFPALTSAPGSVAQVRECTAALMKVAKHEDITMLIVG 254
NTDB id 125 BSU 00870 NP 387968.1 ..............PSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVG 216
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ..............SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 509 SM12261 RS00130 WP 078228442.1 ..............SEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 279 KZH43 RS00140 WP 074017595.1 ..............SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 238 SPD RS00140 WP 074017595.1 ..............SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 204 SPR RS00140 WP 074017595.1 ..............SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 169 SP RS00155 WP 074017595.1 ..............SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
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NTDB id 24701 AVA RS09475 WP 011318677.1 HVTKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGATHEIGIFEMVQNGLREVPNPSELFLGNRDDPAPGTAIVVAC 339
NTDB id 125 BSU 00870 NP 387968.1 HVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASM 301
NTDB id 537 SMSK321 RS07120 WP 080550752.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
NTDB id 509 SM12261 RS00130 WP 078228442.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
NTDB id 279 KZH43 RS00140 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
NTDB id 238 SPD RS00140 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
NTDB id 204 SPR RS00140 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
NTDB id 169 SP RS00155 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
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NTDB id 24701 AVA RS09475 WP 011318677.1 EGTRPIVVELQALVSPTSYPSPRRAGTGIDYNRLVQILAVLEKRVGIPMSKLDSYVASAGGLNVEEPAVDLGIAIAIVASFRDRI 424
NTDB id 125 BSU 00870 NP 387968.1 EGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTP 386
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 509 SM12261 RS00130 WP 078228442.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 279 KZH43 RS00140 WP 074017595.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 238 SPD RS00140 WP 074017595.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 204 SPR RS00140 WP 074017595.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 169 SP RS00155 WP 074017595.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
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NTDB id 24701 AVA RS09475 WP 011318677.1 VDPGTVLIGEVGLGGQVRSVSQMELRLKEAAKLGFKKAIVPKGQKFP...DFDIEIIPVAKVIDAIIAAIPHQELTEEDFNLDED 506
NTDB id 125 BSU 00870 NP 387968.1 PNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG............. 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 238 SPD RS00140 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 204 SPR RS00140 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 169 SP RS00155 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
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