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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 24688 NWI RS08190 WP 011314833.1 .MAGSVNKVILIGNLGADPEIKRTQDGRPIANLRIATSESWRDRTSGERKERTEWHRVVIFNEGLCKVVEQYLKKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA.......PYEE..GYGQSQEAYQRPAQQSRQPAS. 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA.......PYDE..GYGQSQEAYQRPAQQSRQPAP. 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFG........GNQGSGWNQAPA....QTNYNQGGYSD 141
NTDB id 24688 NWI RS08190 WP 011314833.1 VEGQLQTRKWTDQNGVEKYSTEVVLQNFNSTLTMLDGRNSGGGGNFG.....PDDAGSGFGSG.S....PSG........ 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQG.SWGQPQQ....PAKQH...... 148
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NTDB id 1103 NMB RS07590 WP 002212976.1 ......DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ......DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NYAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 24688 NWI RS08190 WP 011314833.1 ...............AAPRR..AAPASSHRGDMDDDIPF 163
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..........QPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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