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NTDB id 1177 A1552VC RS01165 WP 000422572.1 - 75
NTDB id 24681 TBD RS12145 WP 041433238.1 MNAEKT HEIRHR LMEAKNESIIRE 80
NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 76
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIT QE] 80
NTDB id 1185 GTF74 RS11940 WP 000350195.1 PPM R DG R IMNDJX QRI P 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 PPM R DG R IMNDIAQRE] P 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 PPMIRVDG R N Y IMND QR A 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 PPMIRVDG R N Y IMND A 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 PPMIRVDG R N Y IMND P 76
NTDB id 1202 PSJM300 01600 AFN76400.1 PPMIRVDG R N Y IMND P 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 PPMIRVDG R N Y IMND P 76
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 PPMIRVDG R N Y IMND P 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 PPMIRVDG R N Y IMND P 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 PPMIRVDG R N Y IMND P 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .. R 153
NTDB id 24681 TBD RS12145 WP 041433238.1 E. K 159
NTDB id 1203 PSJM300 01605 AFN76401.1 G. Q N 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNEA2AUSENEENER D MP{¢MY IIRINERK 156
NTDB id 1307 DR RS10055 WP 010888596.1 DISNARFRVNAFNIQIAGWIG © VIVIRIS T ANFNZRGLVLVTGPTGSGKSTTLA M 159
NTDB id 1185 GTF74 RS11940 WP 000350195.1 N. RFRVNAFIQINRGSIAVFRTIP U ANNEY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 N .NEGAIAAVNAH(A]AJHEC SEAANNNEERY ANNgY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 M ARFRVNAF QSRGA AVFRTIP I ARRIRGLVLVTGPTGSGKSTTLAA) 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 W ARFRVNAF QBJRGA AVFRTIP | AMNIRGLVLVTGPTGSGKSTTLAA) 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 &N ARFRVNAF QNRGAGAVFRTIP )4 PAMZRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 e ARFRVNAF QWIRGAGAVFRTIP |y IDMERGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 N. ARFRVNF QNRGAGAVFRTIP |6 ONEYRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 M ARFRVNAF QINJRGAGAVFRTIP | [GN4XRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 W ARFRVNAF QWRGAGAVEFRTIP |i§ ONEYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 W ARFRVNAF QNRGAGAVFRTIP ¢ EDLGL{HNIF ONEYRG VLVTGPTGSGKSTTLAAM 155
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